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<210> 1 
<211> 774 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Cys Ala Arg Met Ala Gly Arg Thr Arg Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu His Val 

35 40 45 

Thr Ala Ala Arg Pro Ala Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp 

50 55 60 

Arg Phe Lys Gly Ser Arg His His Thr Thr Leu He Thr Cys His Arg 
65 70 75 80 

Ala Gly Leu Thr Glu Pro Asp Ser Ser Ser Pro Leu Glu Leu Ser Glu 
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85 90 95 

Phe Leu Trp Val Asp Phe Val Val Glu Asn Ser Thr Gly Gly Gly Val 

100 105 110 

Ala Val Thr Arg Pro Val Thr Trp Gin Leu Glu Tyr Pro Gly Gin Ala 

115 120 125 

Pro Glu Ala Glu Lys Asp Lys Met Val Trp Glu He Leu Val Ser Glu 

130 135 140 

Arg Asp He Arg Ala Leu He Pro Leu Ala Lys Ala Glu Glu Leu Val 
145 150 155 160 

Asn Thr Ala Pro Leu Thr Gly Val Pro Gin His Val Pro Val Arg Leu 

165 170 175 

Val Thr Val Asp Gly Gly Gly Ala Leu Val Glu Val Thr Glu His Val 

180 185 190 

Gly Cys Glu Ser Ala Asn Thr Gin Val Leu Gin Val Ser Glu Ala Cys 

195 200 205 

Asp Ala Val Phe Val Ala Gly Lys Glu Ser Arg Gly Ala Arg Gly Val 

" 210 215 220 

Arg Val Asp Phe Trp Trp Arg Arg Leu Arg Ala Ser Leu Arg Leu Thr 
225 230 235 240 

Val Trp Ala Pro Leu Leu Pro Leu Arg He Glu Leu Thr Asp Thr Thr 

245 250 255 

Leu Glu Gin Val Arg Gly Trp Arg Val Pro Gly Pro Ala Glu Gly Pro 

260 265 270 

Ala Glu Pro Ala Ala Glu Ala Ser Asp Glu Ala Glu Arg Arg Ala Arg 

275 280 285 

Gly Cys His Leu Gin Tyr Gin Arg Ala Gly Val Arg Phe Leu Ala Pro 

290 295 300 

Phe Ala Ala His Pro Leu Asp Gly Gly Arg Arg Leu Thr His Leu Leu 
305 310 315 320 

Gly Pro Asp Trp Leu Leu Asp Val Ser His Leu Val Ala Pro His Ala 

325 330 335 

Arg Val Leu Asp Ser Arg Val Ala Ser Leu Glu Gly Gly Arg Val Val 

340 345 350 

Val Gly Arg Glu Pro Gly Val Thr Ser He Glu Val Arg Ser Pro Leu 

355 360 365 

Ser Asp Ser He Leu Gly Glu Gin Ala Leu Ala Val Thr Asp Asp Lys 
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370 375 380 

Val Ser Val Leu Glu Leu Arg Val Gin Pro Val Met Gly He Ser Leu 
385 390 395 400 

Thr Leu Ser Arg Gly Thr Ala His Pro Gly Glu Val Thr Ala Thr Cys 

405 410 415 

Trp Ala Gin Ser Ala Leu Pro Ala Pro Lys Gin Glu Val Ala Leu Ser 

420 425 430 

Leu Trp Leu Ser Phe Ser Asp His Thr Val Ala Pro Ala Glu Leu Tyr 

435 440 445 

Asp Arg Arg Asp Leu Gly Leu Ser Val Ser Ala Glu Glu Pro Gly Ala 

450 455 460 

He Leu Pro Ala Glu Glu Gin Gly Ala Gin Leu Gly Val Val Val Ser 
465 470 475 480 

Gly Ala Gly Ala Glu Gly Leu Pro Leu His Val Ala Leu His Pro Pro 

485 490 495 

Glu Pro Cys Arg Arg Gly Arg His Arg Val Pro Leu Ala Ser Gly Thr 

500 505 510 

Ala Trp Leu Gly Leu Pro Pro Ala Ser Thr Pro Ala Pro Ala Leu Pro 

515 520 525 

Ser Ser Pro Ala Trp Ser Pro Pro Ala Thr Glu Ala Thr Met Gly Gly 

530 535 540 

Lys Arg Gin Val Ala Gly Ser Val Gly Gly Asn Thr Gly Val Arg Gly 
545 550 555 560 

Lys Phe Glu Arg Ala Glu Glu Glu Ala Arg Lys Glu Glu Thr Glu Ala 

565 570 575 

Arg Glu Glu Glu Glu Glu Glu Glu Glu Glu Met Val Pro Ala Pro Gin 

580 585 590 

His Val Thr Glu Leu Glu Leu Gly Met Tyr Ala Leu Leu Gly Val Phe 

595 600 605 

Cys Val Ala He Phe He Phe Leu Val Asn Gly Val Val Phe Val Leu 

610 615 620 

Arg Tyr Gin Arg Lys Glu Pro Pro Asp Ser Ala Thr Asp Pro Thr Ser 
625 630 635 640 

Pro Gin Pro His Asn Trp Val Trp Leu Gly Thr Asp Gin Glu Glu Leu 

645 650 655 

Ser Arg Gin Leu Asp Arg Gin Ser Pro Gly Pro Pro Lys Gly Glu Gly 
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660 665 670 

Ser Cys Pro Cys Glu Ser Gly Gly Gly Gly Glu Ala Pro Thr Leu Ala 

675 680 685 

Pro Gly Pro Pro Gly Gly Thr Thr Ser Ser Ser Ser Thr Leu Ala Arg 

690 695 700 

Lys Glu Ala Gly Gly Arg Arg Lys Arg Val Glu Phe Val Thr Phe Val 
705 710 715 720 

Pro Ala Pro Pro Ala Gin Ser Pro Glu Glu Pro Val Gly Ala Pro Ala 

725 730 735 

Val Gin Ser lie Leu Val Ala Gly Glu Glu Asp He Arg Trp Val Cys 

740 745 750 

Glu Asp Met Gly Leu Lys Asp Pro Glu Glu Leu Arg Asn Tyr Met Glu 

755 760 765 

Arg He Arg Gly Ser Ser 
770 



<210> 2 

<211> 2322 

<212> DNA 

<213> Homo sapiens 



<400> 2 



atgtgcgcgc 


ggatggccgg 


tcgcacaaga 


gcggcccctc 


gggggcccta 


cggcccctgg 


60 


ctctgcctcc 


tggtggccct 


cgccctggac 


gtcgtgagag 


tggactgtgg 


ccaggctccc 


120 


ctggaccctg 


tctacctgca 


tgtgacagcc 


gcccgcccag 


cccagcccac 


actctggact 


180 


gccaagctag 


accgcttcaa 


gggctccagg 


caccacacca 


ccctcatcac 


ctgccaccgt 


240 


gctgggctca 


cagagccaga 


ttccagcagt 


ccccttgaac 


tgtctgagtt 


cctatgggtg 


300 


gactttgtgg 


tggagaatag 


cactggtggg 


ggcgtagcgg 


tcactcgccc 


cgtcacgtgg 


360 


cagctggagt 


acccaggcca 


ggcccctgaa 


gcagagaagg 


acaaaatggt 


gtgggaaatc 


420 


ctggtgtctg 


agcgggacat 


cagagccctt 


atcccactgg 


ccaaggctga 


ggagctggtg 


480 


aatacagcac 


cactgactgg 


agtgccccag 


catgtccccg 


tgcgccttgt 


cactgtggac 


540 


ggcggggggg 


ccttggtgga 


ggtgacagag 


catgtcggct 


gcgagtctgc 


caacacacag 


600 


gtcctgcagg 


tgtctgaggc 


ctgtgatgcc 


gtgttcgtgg 


ctggcaagga 


gagccggggc 


660 


gcccgggggg 


tgcgagtgga 


cttctggtgg 


cgccggctcc 


gcgcctcgct 


gcggctgacc 


720 


gtgtgggccc 


cgctgctacc 


gctgcgtatc 


gagctcaccg 


acaccaccct 


cgagcaggtc 


780 


cgcggctgga 


gggtacctgg 


ccctgctgaa 


gggcctgcgg 


aacccgctgc 


agaggcgtca 


840 
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gatgaggccg 


agcggcgcgc 


ccgtggctgc 


cacctgcagt 


accagcgggc cggtgtgcgc 


900 


ttcctcgccc 


ccttcgcggc 


ccacccgctg 


gacggcggcc 


gccgcctcac gcacctgctt 


960 


ggccccgact 


ggctgctaga 


cgtgtcccac 


ctcgtggcgc 


cacacgcccg cgtgctggac 


1020 


tcgcgtgtag 


cctctctgga 


gggtggccgt 


gtcgtggtgg 


gccgggagcc cggtgtcacc 


1080 


tccattgagg 


tgcgttcccc 


actgtctgac 


tccatcctgg 


gggagcaggc gctggctgtg 


1140 


acggacgaca 


aggtctcagt 


gctggagctg 


agggtgeage 


cagtgatggg catctcgctg 


1200 


accttgagcc 


ggggcactgc 


ccaccccggg 


gaggtcacag 


ctacgtgctg ggcacagtca 


1260 


gcccttcccg 


ccccaaagca 


ggaggtggcc 


ctctccctat 


ggctgtcctt ctctgatcac 


1320 


actgtggccc 


cagctgagct 


ctacgaccgc 


cgtgacctgg 


gactgtccgt ctcagccgag 


1380 


gagcctggtg 


ccatcctgcc 


agctgaggag 


cagggtgccc 


ageteggggt ggtggtgagt 


1440 


ggggcaggcg 


ccgaggggct 


gccgctgcat 


gtggctctgc 


acccgcccga gccctgccgc 


1500 


cggggccgcc 


accgtgtgcc 


tctggcctct 


ggcaccgcct 


ggctggggct gccccctgcc 


1560 


tccactccag 


cccctgctct 


cccatccagc 


cctgcttgga 


gcccaccagc cacagaagcc 


1620 


accatgggtg 


gtaaacggca 


ggtggcaggc 


agtgtcgggg 


gcaacacagg tgtgaggggc 


1680 


aagtttgagc 


gggcagagga 


ggaggecagg 


aaggaggaga 


ccgaagccag ggaggaggag 


1740 


gaggaagagg 


aggaggagat 


ggtccctgcc 


cctcagcatg 


tcactgagct agagctgggc 


1800 


atgtacgccc 


tgctgggagt 


ettctgegtg 


gccatcttca 


tcttcttggt caatggtgtg 


1860 


gtcttcgtcc 


tgcgctatca 


gcgcaaagaa 


cctcccgaca 


gtgccactga ccccacctcc 


1920 


ccccagcccc 


acaactgggt 


ctggctgggc 


actgaccagg 


aggaactgag ccgccagctg 


1980 




erect QQCCC 






ar> c + or+ ere* ere* cr + crcracrcTCt 

gccccigLga gagxggggga 




ggaggggagg 


cccctaccct 


ggcccctggc 


cctcctgggg 


gcaccaccag ctcctcaagc 


2100 


accctggccc 


gaaaggaggc 


tggggggegg 


eggaagegag 


tagagtttgt gacatttgtg 


2160 


ccagcccctc 


cagcccagtc 


acctgaggag 


cctgtagggg 


cccctgctgt gcagtccatc 


2220 


cttgtggcag 


gcgaggagga 


catccgctgg 


gtgtgtgagg 


acatggggct gaaggaccct 


2280 


era a a a cot - 1 c 








cc 




<210> 3 












<211> 2755 












<212> DNA 












<213> Homo 


sapiens 










<400> 3 












attgtctggg 


aattgeagee 


gcggggcggg 


cggcggcggc 


ggcggcggcg gccgggaccc 


60 


agcgggccag 


gtggggacgg 


cgeggagegg 


gtgegggaga 


tgccgtgcgg gaetggggee 


120 


acctgagccg 


cccgcctcgt 


ccccgccttc 


tgtgggaagg 


atgtgcgcgc ggatggccgg 


180 


tcgcacaaga 


gcggcccctc 


gggggeccta 


cggcccctgg 


ctctgcctcc tggtggccct 


240 
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cgccctggac 


gtcgtgagag 


tggactgtgg 


ccaggctccc 


ctggaccctg 


tctacctgca 


300 


tgtgacagcc 


gcccgcccag 


cccagcccac 


actctggact 


gccaagctag 


accgcttcaa 


360 


gggctccagg 


caccacacca 


ccctcatcac 


ctgccaccgt 


gctgggctca 


cagagccaga 


420 


ttccagcagt 


ccccttgaac 


tgtctgagtt 


cctatgggtg 


gactttgtgg 


tggagaatag 


480 


cactggtggg 


ggcgtagcgg 


tcactcgccc 


cgtcacgtgg 


cagctggagt 


acccaggcca 


540 


ggcccctgaa 


gcagagaagg 


acaaaatggt 


gtgggaaatc 


ctggtgtctg 


agcgggacat 


600 


cagagccctt 


atcccactgg 


ccaaggctga 


ggagctggtg 


aatacagcac 


cactgactgg 


660 


agtgccccag 


catgtccccg 


tgcgccttgt 


cactgtggac 


ggcggggggg 


ccttggtgga 


720 


ggtgacagag 


catgtcggct 


gcgagtctgc 


caacacacag 


gtcctgcagg 


tgtctgaggc 


780 


ctgtgatgcc 


gtgttcgtgg 


ctggcaagga 


gagccggggc 


gcccgggggg 


tgcgagtgga 


840 


cttctggtgg 


cgccggctcc 


gcgcctcgct 


gcggctgacc 


gtgtgggccc 


cgctgctacc 


900 


gctgcgtatc 


gagctcaccg 


acaccaccct 


cgagcaggtc 


cgcggctgga 


gggtacctgg 


960 


ccctgctgaa 


gggcctgcgg 


aacccgctgc 


agaggcgtca 


gatgaggccg 


agcggcgcgc 


1020 


ccgtggctgc 


cacctgcagt 


accagcgggc 


cggtgtgcgc 


ttcctcgccc 


ccttcgcggc 


1080 


ccacccgctg 


gacggcggcc 


gccgcctcac 


gcacctgctt 


ggccccgact 


ggctgctaga 


1140 


cgtgtcccac 


ctcgtggcgc 


cacacgcccg 


cgtgctggac 


tcgcgtgtag 


cctctctgga 


1200 


gggtggccgt 


gtcgtggtgg 


gccgggagcc 


cggtgtcacc 


tccattgagg 


tgcgttcccc 


1260 


actgtctgac 


tccatcctgg 


gggagcaggc 


gctggctgtg 


acggacgaca 


aggtctcagt 


1320 


gctggagctg 


agggtgcagc 


cagtgatggg 


catctcgctg 


accttgagcc 


ggggcactgc 


1380 


ccaccccggg 


gaggtcacag 


ctacgtgctg 


ggcacagtca 


gcccttcccg 


ccccaaagca 


1440 


ggaggtggcc 


ctctccctat 


ggctgtcctt 


ctctgatcac 


actgtggccc 


cagctgagct 


1500 


ctacgaccgc 


cgtgacctgg 


gactgtccgt 


ctcagccgag 


gagcctggtg 


ccatcctgcc 


1560 


agctgaggag 


cagggtgccc 


agctcggggt 


ggtggtgagt 


ggggcaggcg 


ccgaggggct 


1620 


gccgctgcat 


gtggctctgc 


acccgcccga 


gccctgccgc 


cggggccgcc 


accgtgtgcc 


1680 


tctggcctct 


ggcaccgcct 


ggctggggct 


gccccctgcc 


tccactccag 


cccctgctct 


1740 


cccatccagc 


cctgcttgga 


gcccaccagc 


cacagaagcc 


accatgggtg 


gtaaacggca 


1800 


ggtggcaggc 


agtgtcgggg 


gcaacacagg 


tgtgaggggc 


aagtttgagc 


gggcagagga 


1860 


ggaggccagg 


aaggaggaga 


ccgaagccag 


ggaggaggag 


gaggaagagg 


aggaggagat 


1920 


ggtccctgcc 


cctcagcatg 


tcactgagct 


agagctgggc 


atgtacgccc 


tgctgggagt 


1980 


cttctgcgtg 


gccatcttca 


tcttcttggt 


caatggtgtg 


gtcttcgtcc 


tgcgctatca 


2040 


gcgcaaagaa 


cctcccgaca 


gtgccactga 


ccccacctcc 


ccccagcccc 


acaactgggt 


2100 


ctggctgggc 


actgaccagg 


aggaactgag 


ccgccagctg 


gaccggcagt 


cccctggccc 


2160 


gcccaagggg 


gaggggagct 


gcccctgtga 


gagtggggga 


ggaggggagg 


cccctaccct 


2220 


ggcccctggc 


cctcctgggg 


gcaccaccag 


ctcctcaagc 


accctggccc 


gaaaggaggc 


2280 


tggggggcgg 


cggaagcgag 


tagagtttgt 


gacatttgtg 


ccagcccctc 


cagcccagtc 


2340 


acctgaggag 


cctgtagggg 


cccctgctgt 


gcagtccatc 


cttgtggcag 


gcgaggagga 


2400 
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catccgctgg gtgtgtgagg acatggggct gaaggaccct gaggagcttc gcaactacat 2460 

ggagaggatc cggggcagct cctgaccctc cacagccacc tggtcagcca ccagctgggg 2520 

caacgagggt ggaggtccca ctgagcctct cgcctgcccc cgccactcgt ctggtgcttg 2580 

ttgatccaag tcccctgcct ggtcccccac aaggactccc atccaggccc cctctgccct 2640 

gccccttgtc atggaccatg gtcgtgagga agggctcatg ccccttattt atgggaacca 2700 

tctcattcta acagaataaa ccgagaagga aaccagaaaa aaaaaaaaaa aaaaa 2755 

<210> 4 
<211> 909 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Cys Ala Arg Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala 

35 40 45 

Ala Leu Glu Leu Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val 

50 55 60 

Gly His Tyr Pro Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr 
65 70 75 80 

Phe Leu Leu Leu Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala 

85 90 95 

Ser Tyr Pro Pro Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr 

100 105 110 

Glu Pro His Gin Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val 

115 120 125 

Glu Ala Ala Val Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His 

130 135 140 

Leu Lys Gly Gin Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala 
145 150 155 160 

Arg Leu His Ala Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg 

165 170 175 

Phe Gin Pro Ser Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser 
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180 185 190 

His Trp Phe Ser Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr 

195 200 205 

Leu Glu Pro Ala Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu 

210 215 220 

Asn Asp Pro Gly Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg 
225 230 235 240 

Pro Ala Asp Pro Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val 

245 250 255 

Thr Leu Arg Val Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser 

260 265 270 

Ala Thr Leu Leu Leu Arg His Asn Phe Thr Ala Ser Leu Leu Thr Leu 

275 280 285 

Arg He Lys Val Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala 

290 295 300 

Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg 
305 310 315 320 

His His Thr Thr Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro 

325 330 335 

Asp Ser Ser Pro Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val 

340 345 350 

Val Glu Asn Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr 

355 360 365 

Trp Gin Leu Glu. Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys 

370 375 380 

Met Val Trp Glu He Leu Val Ser Glu Arg Asp He Arg Ala Leu He 
385 390 395 400 

Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly 

405 410 415 

Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly 

420 425 430 

Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr 

435 440 445 

Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly 

450 455 460 

Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg 
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465 470 475 480 

Arg Leu Arg Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro 

485 490 495 

Leu Arg He Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp 

500 505 510 

Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala 

515 520 525 

Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin 

530 535 540 

Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp 
545 550 555 560 

Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp 

565 570 575 

Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val 

580 585 590 

Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val 

595 600 605 

Thr Ser He Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu 

610 615 620 

Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg 
625 630 635 640 

Val Gin Pro Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala 

645 650 655 

His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro 

660 665 670 

Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp 

675 680 685 

His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu 

690 695 700 

Ser Val Ser Ala Glu Glu Pro Gly Ala lie Leu Pro Ala Glu Glu Gin 
705 710 715 720 

Gly Ala Gin Leu Gly Val Val His Val Thr Glu Leu Glu Leu Gly Met 

725 730 735 

Tyr Ala Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe Leu Val 

740 745 750 

Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro Pro Asp 
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755 760 765 

Ser Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val Trp Leu 

770 775 780 

Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin Ser Pro 
785 790 795 800 

Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly Gly Gly 

805 810 815 

Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr Thr Ser 

820 825 830 

Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg Lys Arg 

835 840 845 

Val Glu Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser Pro Glu 

850 855 860 

Glu Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala Gly Glu 
865 870 875 880 

Glu Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp Pro Glu 

885 890 895 

Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
900 905 

<210> 5 
<211> 2727 
<212> DNA 

<213> Homo sapiens 



<400> 5 








atgtgcgcgc 


ggatggccgg tcgcacaaca gcggcccctc gggggcccta 


cggcccctgg 


60 


ctctgcctcc 


tggtggccct cgccctggac gtcgtgagag tggactgtgg 


ccaggctccc 


120 


ctggaccctg 


tctacctgcc ggcagccctg gagctcctag acgcccctga 


acacttccgt 


180 


gtgcagcagg 


tgggccacta cccacctgcc aactcctctc tgagctcccg 


atctgagacc 


240 


tttctgctcc 


tacagccctg gcccagggcc cagccacttc tccgggcctc 


ctacccacct 


300 


tttgccactc 


agcaggtggt cccccctcga gtcactgagc cccaccaacg 


gccagtccca 


360 


tgggacgtgc 


gggccgtttc agtggaagcg gctgtgactc cagcagagcc 


ctacgcccgg 


420 


gttctcttcc 


acctcaaagg gcaggattgg ccaccagggt ctggcagcct 


gccctgtgcc 


480 


cggctccatg 


ccacacaccc tgccggcact gctcaccaag cctgccgctt 


ccagccatcc 


540 


ctgggcgcct 


gcgtggtgga gctggagctt ccctcgcact ggttctcaca 


ggcctccacc 


600 
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acacgggccg 


agctggccta 


cacgcttgag 


cctgcagctg 


agggccctgg 


gggctgtggc 


660 


tccggcgagg 


agaacgaccc 


tggggagcag 


gccctcccag 


tggggggtgt 


ggagctgcgc 


720 


ccagcagacc 


ccccgcagta 


ccaggaggta 


cctctggacg 


aggctgtgac 


tctgcgggtg 


780 


cctgacatgc 


cagtgcggcc 


cggccagctc 


tttagtgcta 


ccctcctgct 


tcggcacaac 


840 


ttcacagcca 


gcctcctgac 


cctgcggatc 


aaggtgaaga 


aggggctgca 


tgtgacagcc 


900 


gcccgcccag 


cccagcccac 


actctggact 


gccaagctgg 


accgcttcaa 


gggctccagg 


960 


caccacacca 


ccctcatcac 


ctgccaccgt 


gctgggctca 


cagagccaga 


ttccagtccc 


1020 


cttgaactgt 


ctgagttcct 


atgggtggac 


tttgtggtgg 


agaatagcac 


tggtgggggc 


1080 


gtagcggtca 


ctcgccccgt 


cacgtggcag 


ctggagtacc 


caggccaggc 


ccctgaagca 


1140 


gagaaggaca 


aaatggtgtg 


ggaaatcctg 


gtgtctgagc 


gggacatcag 


agcccttatc 


1200 


ccactggcca 


aggctgagga 


gctggtgaat 


acagcaccac 


tgactggagt 


gccccagcat 


1260 


gtccccgtgc 


gccttgtcac 


tgtggacggc 


gggggggcct 


tggtggaggt 


gacagagcat 


1320 


gtcggctgcg 


agtctgccaa 


cacacaggtc 


ctgcaggtgt 


ctgaggcctg 


tgatgccgtg 


1380 


ttcgtggctg 


gcaaggagag 


ccggggcgcc 


cggggggtgc 


gagtggactt 


ctggtggcgc 


1440 


cggctccgcg 


cctcgctgcg 


gctgaccgtg 


tgggcccccc 


tgctaccgct 


gcgtatcgag 


1500 


ctcaccgaca 


ccaccctcga 


gcaggtccgc 


ggctggaggg 


tacctggccc 


tgctgaaggg 


1560 


cctgcggaac 


ccgctgcaga 


ggcgtcggat 


gaggccgagc 


ggcgcgcccg 


tggctgccac 


1620 


ctgcagtacc 


agcgggccgg 


tgtgcgcttc 


ctcgccccct 


tcgcggccca 


cccgctggac 


1680 


ggcggccgcc 


gcctcacgca 


cctgcttggc 


cccgactggc 


tgctagacgt 


gtcccacctc 


1740 


gtggcgccac 


acgcccgcgt 


gctggactcg 


cgtgtagcct 


ctctggaggg 


tggccgtgtc 


1800 


gtggtgggcc 


gggagcccgg 


tgtcacctcc 


attgaggtgc 


gttccccact 


gtctgactcc 


1860 


atcctggggg 


agcaggcgct 


ggctgtgacg 


gacgacaagg 


tctcagtgct 


ggagctgagg 


1920 


gtgcagccag 


tgatgggcat 


ctcgctgacc 


ttgagccggg 


gcactgccca 


ccccggggag 


1980 


gtcacagcta 


cgtgctgggc 


acagtcagcc 


cttcccgccc 


caaagcagga 


ggtggccctc 


2040 


tccctatggc 


tgtccttctc 


tgatcacact 


gtggccccag 


ctgagctcta 


cgaccgccgt 


2100 


gacctgggac 


tgtccgtctc 


agccgaggag 


cctggtgcca 


tcctgccagc 


tgaggagcag 


2160 


ggtgcccagc 


tcggggtggt 


gcatgtcact 


gagctagagc 


tgggcatgta 


cgccctgctg 


2220 


ggagtcttct 


gcgtggccat 


cttcatcttc 


ttggtcaatg 


gtgtggtctt 


cgtcctgcgc 


2280 


tatcagcgca 


aagaacctcc 


cgacagtgcc 


actgacccca 


cctcccccca 


gccccacaac 


2340 


tgggtctggc 


tgggcactga 


ccaggaggaa 


ctgagccgcc 


agctggaccg 


gcagtcccct 


2400 


ggcccgccca 


agggggaggg 


gagctgcccc 


tgtgagagtg ggggaggagg 


ggaggcccct 


2460 


accctggccc 


ctggccctcc 


tgggggcacc 


accagctcct 


caagcaccct 


ggcccgaaag 


2520 


gaggctgggg 


ggcggcggaa 


gcgagtagag 


tttgtgacat 


ttgcgccagc 


ccctccagcc 


2580 


cagtcacctg 


aggagcctgt 


aggggcccct 


gctgtgcagt 


ccatccttgt 


ggcaggcgag 


2640 


gaggacatcc 


gctgggtgtg 


tgaggacatg 


gggctgaagg 


accctgagga 


gcttcgcaac 


2700 


tacatggaga 


ggatccgggg 


cagctcc 








2727 
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<210> 6 
<211> 2778 
<212> DNA 

<213> Homo sapiens 



<400> 6 



ctggggccac 


ctgagccgcc 


cgcctcgtcc. ccgccttctg 


tgggaaggat 


gtgcgcgcgg 


60 


atggccggtc 


gcacaacagc 


ggcccctcgg gggccctacg 


gcccctggct 


ctgcctcctg 


120 


gtggccctcg 


ccctggacgt 


cgtgagagtg gactgtggcc 


aggctcccct 


ggaccctgtc 


180 


tacctgccgg 


cagccctgga 


gctcctagac gcccctgaac 


acttccgtgt 


gcagcaggtg 


240 


ggccactacc 


cacctgccaa 


ctcctctctg agctcccgat 


ctgagacctt 


tctgctccta 


300 


cagccctggc 


ccagggccca 


gccacttctc cgggcctcct 


acccaccttt 


tgccactcag 


360 


caggtggtcc 


cccctcgagt 


cactgagccc caccaacggc 


cagtcccatg 


ggacgtgcgg 


420 


gccgtttcag 


tggaagcggc 


tgtgactcca gcagagccct 


acgcccgggt 


tctcttccac 


480 


ctcaaagggc 


aggattggcc 


accagggtct ggcagcctgc 


cctgtgcccg 


gctccatgcc 


540 


acacaccctg 


ccggcactgc 


tcaccaagcc tgccgcttcc 


agccatccct 


gggcgcctgc 


600 


gtggtggagc 


tggagcttcc 


ctcgcactgg ttctcacagg cctccaccac 


acgggccgag 


660 


ctggcctaca 


cgcttgagcc 


tgcagctgag ggccctgggg 


gctgtggctc 


cggcgaggag 


720 


aacgaccctg 


gggagcaggc 


cctcccagtg gggggtgtgg agctgcgccc 


agcagacccc 


780 


ccgcagtacc 


aggaggtacc 


tctggacgag gctgtgactc 


tgcgggtgcc 


tgacatgcca 


840 


gtgcggcccg 


gccagctctt 


tagtgctacc ctcctgcttc 


ggcacaactt 


cacagccagc 


900 


ctcctgaccc 


tgcggatcaa 


ggtgaagaag gggctgcatg 


tgacagccgc 


ccgcccagcc 


960 


cagcccacac 


tctggactgc 


caagctggac cgcttcaagg 


gctccaggca 


ccacaccacc 


1020 


ctcatcacct 


gccaccgtgc 


tgggctcaca gagccagatt 


ccagtcccct 


tgaactgtct 


1080 


gagttcctat 


gggtggactt 


tgtggtggag aatagcactg gtgggggcgt 


agcggtcact 


1140 


cgccccgtca 


cgtggcagct 


ggagtaccca ggccaggccc ctgaagcaga 


gaaggacaaa 


1200 


atggtgtggg 


aaatcctggt gtctgagcgg gacatcagag cccttatccc 


actggccaag 


1260 


gctgaggagc 


tggtgaatac agcaccactg actggagtgc cccagcatgt 


ccccgtgcgc 


1320 


cttgtcactg 


tggacggcgg gggggccttg gtggaggtga cagagcatgt 


cggctgcgag 


1380 


tctgccaaca 


cacaggtcct 


gcaggtgtct gaggcctgtg atgccgtgtt 


cgtggctggc 


1440 


aaggagagcc 


ggggcgcccg gggggtgcga gtggacttct ggtggcgccg 


gctccgcgcc 


1500 


tcgctgcggc 


tgaccgtgtg 


ggcccccctg ctaccgctgc gtatcgagct 


caccgacacc 


1560 


accctcgagc 


aggtccgcgg ctggagggta cctggccctg ctgaagggcc 


tgcggaaccc 


1620 


gctgcagagg 


cgtcggatga 


ggccgagcgg cgcgcccgtg 


gctgccacct 


gcagtaccag 


1680 


cgggccggtg 


tgcgcttcct 


cgcccccttc gcggcccacc 


cgctggacgg 


cggccgccgc 


1740 
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ctcacgcacc tgcttggccc cgactggctg 
gcccgcgtgc tggactcgcg tgtagcctct 
gagcccggtg tcacctccat tgaggtgcgt 
caggcgctgg ctgtgacgga cgacaaggtc 
atgggcatct cgctgacctt gagccggggc 
tgctgggcac agtcagccct tcccgcccca 
tccttctctg atcacactgt ggccccagct 
tccgtctcag ccgaggagcc tggtgccatc 
ggggtggtgc atgtcactga gctagagctg 
gtggccatct tcatcttctt ggtcaatggt 
gaacctcccg acagtgccac tgaccccacc 
ggcactgacc aggaggaact gagccgccag 
ggggagggga gctgcccctg tgagagtggg 
ggccctcctg ggggcaccac cagctcctca 
cggcggaagc gagtagagtt tgtgacattt 
gagcctgtag gggcccctgc tgtgcagtcc 
tgggtgtgtg aggacatggg gctgaaggac 
atccggggca gctcctga 



ctagacgtgt cccacctcgt 


ggcgccacac 


1800 


ctggagggtg gccgtgtcgt 


ggtgggccgg 


1860 


tccccactgt ctgactccat 


cctgggggag 


1920 


tcagtgctgg agctgagggt 


gcagccagtg 


1980 


actgcccacc ccggggaggt 


cacagctacg 


2040 


aagcaggagg tggccctctc 


cctatggctg 


2100 


gagctctacg accgccgtga 


cctgggactg 


2160 


ctgccagctg aggagcaggg 


tgcccagctc 


2220 


ggcatgtacg ccctgctggg 


agtcttctgc 


2280 


gtggtcttcg tcctgcgcta 


tcagcgcaaa 


2340 


tccccccagc cccacaactg 


ggtctggctg 


2400 


ctggaccggc agtcccctgg 


cccgcccaag 


2460 


ggaggagggg aggcccctac 


cctggcccct 


2520 


agcaccctgg cccgaaagga 


ggctgggggg 


2580 


gcgccagccc ctccagccca 


gtcacctgag 


2640 


atccttgtgg caggcgagga 


ggacatccgc 


2700 


cctgaggagc ttcgcaacta 


catggagagg 


2760 
2778 



<210> 7 
<211> 594 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Cys Ala Arg Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Gly Leu His Val Thr 

35 40 45 

Ala Ala Arg Pro Ala Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp Arg 

50 55 60 

Phe Lys Gly Ser Arg His His Thr Thr Leu lie Thr Cys His Arg Ala 
65 70 75 80 

Gly Leu Thr Glu Pro Asp Ser Ser Ser Pro Leu Glu Leu Ser Glu Phe 
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85 90 95 

Leu Trp Val Asp Phe Val Val Glu Asn Ser Thr Gly Gly Gly Val Ala 

100 105 110 

Val Thr Arg Pro Val Thr Trp Gin Leu Glu Tyr Pro Gly Gin Ala Pro 

115 120 125 

Glu Ala Glu Lys Asp Lys Met Val Trp Glu lie Leu Val Ser Glu Arg 

130 135 140 

Asp He Arg Ala Leu He Pro Leu Ala Lys Ala Glu Glu Leu Val Asn 
145 150 155 160 

Thr Ala Pro Leu Thr Gly Val Pro Gin His Val Pro Val Arg Leu Val 

165 170 175 

Thr Val Asp Gly Gly Gly Ala Leu Val Glu Val Thr Glu His Val Gly 

180 185 190 

Cys Glu Ser Ala Asn Thr Gin Val Leu Gin Val Ser Glu Ala Cys Asp 

195 200 205 

Ala Val Phe Val Ala Gly Lys Glu Ser Arg Gly Ala Arg Gly Val Arg 

210 215 220 

Val Asp Phe Trp Trp Arg Arg Leu Arg Ala Ser Leu Arg Leu Thr Val 
225 230 235 240 

Trp Ala Pro Leu Leu Pro Leu Arg He Glu Leu Thr Asp Thr Thr Leu 

245 250 255 

Glu Gin Val Arg Gly Trp Arg Val Pro Gly Pro Ala Glu Gly Pro Ala 

260 265 270 

Glu Pro Ala Ala Glu Ala Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly 

275 280 285 

Cys His Leu Gin Tyr Gin Arg Ala Gly Val Arg Phe Leu Ala Pro Phe 

290 . 295 300 

Ala Ala His Pro Leu Asp Gly Gly Arg Arg Leu Thr His Leu Leu Gly 
305 310 315 320 

Pro Asp Trp Leu Leu Asp Val Ser His Leu Val Ala Pro His Ala Arg 

325 330 335 

Val Leu Asp Ser Arg Val Ala Ser Leu Glu Gly Gly Arg Val Val Val 

340 345 350 

Gly Arg Glu Pro Gly Val Thr Ser lie Glu Val Arg Ser Pro Leu Ser 

355 360 365 

Asp Ser He Leu Gly Glu Gin Ala Leu Ala Val Thr Asp Asp Lys Val 
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370 375 380 

Ser Val Leu Glu Leu Arg Val Gin Pro Val Met Gly lie Ser Leu Thr 
385 390 395 400 

Leu Ser Arg Gly Thr Ala His Pro Gly Glu Val Thr Ala Thr Cys Trp 

405 410 415 

Ala Gin Ser Ala Leu Pro Ala Pro Lys Gin Glu Val Ala Leu Ser Leu 

420 425 430 

Trp Leu Ser Phe Ser Asp His Thr Val Ala Pro Ala Glu Leu Tyr Asp 

435 440 445 

Arg Arg Asp Leu Gly Leu Ser Val Ser Ala Glu Glu Pro Gly Ala lie 

450 455 460 

Leu Pro Ala Glu Glu Gin Gly Ala Gin Leu Gly Val Val Val Ser Gly 
465 470 475 480 

Ala Gly Ala Glu Gly Leu Pro Leu His Val Ala Leu His Pro Pro Glu 

485 490 495 

Pro Cys Arg Arg Gly Arg His Arg Val Pro Leu Ala Ser Gly Thr Ala 

500 505 510 

Trp Leu Gly Leu Pro Pro Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser 

515 520 525 

Ser Pro Ala Trp Ser Pro Pro Ala Thr Glu Ala Thr Met Gly Gly Lys 

530 535 540 

Arg Gin Val Ala Gly Ser Val Gly Gly Asn Thr Gly Val Arg Gly Lys 
545 550 555 560 

Phe Glu Arg Ala Glu Glu Glu Ala Arg Lys Glu Glu Thr Glu Ala Arg 

565 570 575 

Asp Gly Gly Gly Gly Arg Gly Gly Gly Asp Gly Pro Cys Pro Ser Ala 
580 585 590 

Cys His 



<210> 8 

<211> 1782 

<212> DNA 

<213> Homo sapiens 



<400> 8 

atgtgcgcgc ggatggccgg tcgcacaaca gcggcccctc gggggcccta cggcccctgg 
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ctctgcctcc 


tggtggccct 


cgccctggac 


gtcgtgagag 


tggactgtgg 


ccaggctccc 


120 


ctggaccctg 


ggctgcatgt 


gacagccgcc 


cgcccagccc 


agcccacact 


ctggactgcc 


180 


aagctggacc 


gcttcaaggg 


ctccaggcac 


cacaccaccc 


tcatcacctg 


ccaccgtgct 


240 


gggctcacag 


agccagattc 


cagcagtccc 


cttgaactgt 


ctgagttcct 


atgggtggac 


300 


tttgtggtgg 


agaatagcac 


tggtgggggc 


gtagcggtca 


ctcgccccgt 


cacgtggcag 


360 


ctggagtacc 


caggccaggc 


ccctgaagca 


gagaaggaca 


aaatggtgtg 


ggaaatcctg 


420 


gtgtctgagc 


gggacatcag 


agcccttatc 


ccactggcca 


aggctgagga 


gctggtgaat 


480 


acagcaccac 


tgactggagt 


gccccagcat 


gtccccgtgc 


gccttgtcac 


tgtggacggc 


540 


gggggggcct 


tggtggaggt 


gacagagcat 


gtcggctgcg 


agtctgccaa 


cacacaggtc 


600 


ctgcaggtgt 


ctgaggcctg 


tgatgccgtg 


ttcgtggctg 


gcaaggagag 


ccggggcgcc 


660 


cggggggtgc 


gagtggactt 


ctggtggcgc 


cggctccgcg 


cctcgctgcg 


gctgaccgtg 


720 


tgggcccccc 


tgctaccgct 


gcgtatcgag 


ctcaccgaca 


ccaccctcga 


gcaggtccgc 


780 


ggctggaggg 


tacctggccc 


tgctgaaggg 


cctgcggaac 


ccgctgcaga 


ggcgtcggat 


840 


gaggccgagc 


ggcgcgcccg 


tggctgccac 


ctgcagtacc 


agcgggccgg 


tgtgcgcttc 


900 


ctcgccccct 


tcgcggccca 


cccgctggac 


ggcggccgcc 


gcctcacgca 


cctgcttggc 


960 


cccgactggc 


tgctagacgt 


gtcccacctc 


gtggcgccac 


acgcccgcgt 


gctggactcg 


1020 


cgtgtagcct 


ctctggaggg 


tggccgtgtc 


gtggtgggcc 


gggagcccgg 


tgtcacctcc 


1080 


attgaggtgc 


gttccccact 


gtctgactcc 


atcctggggg 


agcaggcgct 


ggctgtgacg 


1140 


gacgacaagg 


tctcagtgct 


ggagctgagg 


gtgcagccag 


tgatgggcat 


ctcgctgacc 


1200 


ttgagccggg 


gcactgccca 


ccccggggag 


gtcacagcta 


cgtgctgggc 


acagtcagcc 


1260 


cttcccgccc 


caaagcagga 


ggtggccctc 


tccctatggc 


tgtccttctc 


tgatcacact 


1320 


gtggccccag 


ctgagctcta 


cgaccgccgt 


gacctgggac 


tgtccgtctc 


agccgaggag 


1380 


cctggtgcca 


tcctgccagc 


tgaggagcag 


ggtgcccagc 


tcggggtggt 


ggtgagtggg 


1440 


gcaggcgccg 


aggggctgcc 


gctgcatgtg 


gctctgcacc 


cgcccgagcc 


ctgccgccgg 


1500 


ggccgccacc 


gtgtgcctct 


ggcctctggc 


accgcctggc 


tggggctgcc 


ccctgcctcc 


1560 


actccagccc 


ctgctctccc 


atccagccct 


gcttggagcc 


caccagccac 


agaagccacc 


1620 


atgggtggta 


aacggcaggt 


ggcaggcagt 


gtcgggggca 


acacaggtgt 


gaggggcaag 


1680 


tttgagcggg 


cagaggagga 


ggccaggaag 


gaggagaccg 


aagccaggga 


cggaggagga 


1740 


ggaagaggag 


gaggagatgg 


tccctgcccc 


tcagcatgtc 


ac 




1782 



<210> 9 
<211> 2735 
<212> DNA 

<213> Homo sapiens 



<400> 9 
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attgtctggg 


aattgcagcc 


gcggggcggg 


cggcggcggc 


ggcggcggcg 


gccgggaccc 


60 


agcgggccag 


gtggggacgg 


cgcggagcgg 


gtgcgggaga 


tgccgtgcgg 


gactggggcc 


120 


acctgagccg 


cccgcctcgt 


ccccgccttc 


tgtgggaagg atgtgcgcgc 


ggatggccgg 


180 


tcgcacaaca 


gcggcccctc 


gggggcccta 


cggcccctgg ctctgcctcc 


tggtggccct 


240 


cgccctggac 


gtcgtgagag 


tggactgtgg 


ccaggctccc 


ctggaccctg 


ggctgcatgt 


300 


gacagccgcc 


cgcccagccc 


agcccacact 


ctggactgcc 


aagctggacc 


gcttcaaggg 


360 


ctccaggcac 


cacaccaccc 


tcatcacctg 


ccaccgtgct 


gggctcacag 


agccagattc 


420 


cagcagtccc 


cttgaactgt 


ctgagttcct 


atgggtggac 


tttgtggtgg 


agaatagcac 


480 


tggtgggggc 


gtagcggtca 


ctcgccccgt 


cacgtggcag ctggagtacc 


caggccaggc 


540 


ccctgaagca 


gagaaggaca 


aaatggtgtg 


ggaaatcctg 


gtgtctgagc 


gggacatcag 


600 


agcccttatc 


ccactggcca 


aggctgagga 


gctggtgaat 


acagcaccac 


tgactggagt 


660 


gccccagcat 


gtccccgtgc 


gccttgtcac 


tgtggacggc 


gggggggcct 


tggtggaggt 


720 


gacagagcat 


gtcggctgcg 


agtctgccaa 


cacacaggtc 


ctgcaggtgt 


ctgaggcctg 


780 


tgatgccgtg 


ttcgtggctg 


gcaaggagag 


ccggggcgcc 


cggggggtgc 


gagtggactt 


840 


ctggtggcgc 


cggctccgcg 


cctcgctgcg 


gctgaccgtg 


tgggcccccc 


tgctaccgct 


900 


gcgtatcgag 


ctcaccgaca 


ccaccctcga 


gcaggtccgc 


ggctggaggg 


tacctggccc 


960 


tgctgaaggg 


cctgcggaac 


ccgctgcaga 


ggcgtcggat 


gaggccgagc 


ggcgcgcccg 


1020 


tggctgccac 


ctgcagtacc 


agcgggccgg 


tgtgcgcttc 


ctcgccccct 


tcgcggccca 


1080 


cccgctggac 


ggcggccgcc 


gcctcacgca 


cctgcttggc 


cccgactggc 


tgctagacgt 


1140 


gtcccacctc 


gtggcgccac 


acgcccgcgt 


gctggactcg cgtgtagcct 


ctctggaggg 


1200 


tggccgtgtc 


gtggtgggcc 


gggagcccgg 


tgtcacctcc 


attgaggtgc 


gttccccact 


1260 


gtctgactcc 


atcctggggg 


agcaggcgct 


ggctgtgacg 


gacgacaagg 


tctcagtgct 


1320 


ggagctgagg 


gtgcagccag 


tgatgggcat 


ctcgctgacc 


ttgagccggg 


gcactgccca 


1380 


ccccggggag 


gtcacagcta 


cgtgctgggc 


acagtcagcc 


cttcccgccc 


caaagcagga 


1440 


ggtggccctc 


tccctatggc 


tgtccttctc 


tgatcacact 


gtggccccag 


ctgagctcta 


1500 


cgaccgccgt 


gacctgggac 


tgtccgtctc 


agccgaggag 


cctggtgcca 


tcctgccagc 


1560 


tgaggagcag 


ggtgcccagc 


tcggggtggt 


ggtgagtggg gcaggcgccg 


aggggctgcc 


1620 


gctgcatgtg 


gctctgcacc 


cgcccgagcc 


ctgccgccgg ggccgccacc 


gtgtgcctct 


1680 


ggcctctggc 


accgcctggc 


tggggctgcc 


ccctgcctcc 


actccagccc 


ctgctctccc 


1740 


atccagccct 


gcttggagcc 


caccagccac 


agaagccacc 


atgggtggta 


aacggcaggt 


1800 


ggcaggcagt 


gtcgggggca 


acacaggtgt 


gaggggcaag 


tttgagcggg 


cagaggagga 


1860 


ggccaggaag 


gaggagaccg 


aagccaggga 


cggaggagga 


ggaagaggag 


gaggagatgg 


1920 


tccctgcccc 


tcagcatgtc 


actgagctag 


agctgggcat 


gtacgccctg 


ctgggagtct 


1980 


tctgcgtggc 


catcttcatc 


ttcttggtca 


atggtgtggt 


cttcgtcctg 


cgctatcagc 


2040 


gcaaagaacc 


tcccgacagt 


gccactgacc 


ccacctcccc 


ccagccccac 


aactgggtct 


2100 


ggctgggcac 


tgaccaggag 


gaactgagcc 


gccagctgga 


ccggcagtcc 


cctggcccgc 


2160 
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ccaaggggga 


ggggagctgc 


ccctgtgaga 


gtgggggagg aggggaggcc cctaccctgg 


2220 


cccctggccc 


tcctgggggc 


accaccagct 


cctcaagcac cctggcccga aaggaggctg 


2280 


gggggcggcg 


gaagcgagta 


gagtttgtga 


catttgcgcc agcccctcca gcccagtcac 


2340 


ctgaggagcc 


tgtaggggcc 


cctgctgtgc 


agtccatcct tgtggcaggc gaggaggaca 


2400 


tccgctgggt 


gtgtgaggac 


atggggctga 


aggaccctga ggagcttcgc aactacatgg 


2460 


agaggatccg 


gggcagctcc 


tgaccctcca 


cagccacctg gtcagccacc agctggggca 


2520 * 


acgagggtgg 


aggtcccact 


gagcctctcg 


cctgcccccg ccactcgtct ggtgcttgtt 


2580 


gatccaagtc 


ccctgcctgg 


tcccccacaa 


ggactcccat ccaggccccc tctgccctgc 


2640 


cccttgtcat 


ggaccatggt 


cgtgaggaag 


ggctcatgcc ccttatttat gggaaccatt 


2700 


tcattctaac 


agaataaacc 


gagaaggaaa 


ccaga 


2735 



<210> 10 
<211> 639 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Val Trp Glu He Leu Val Ser Glu Arg Asp He Arg Ala Leu lie 

5 10 15 

Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly 

20 25 30 

Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly 

35 40 45 

Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr 

50 55 60 

Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly 
65 70 75 80 

Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg 

85 90 95 

Arg Leu Arg Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro 

100 105 110 

Leu Arg lie Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp 

115 120 125 

Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala 

130 135 140 

Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin 
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145 



150 



155 



160 



Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp 

165 170 175 

Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp 

180 185 190 

Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val 

195 200 205 

Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val 

210 215 220 

Thr Ser He Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu 
225 230 235 240 

Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg 

245 250 255 

Val Gin Pro Val Met Gly lie Ser Leu Thr Leu Ser Arg Gly Thr Ala 

260 265 270 

His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro 

275 280 285 

Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp 

290 295 300 

His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu 
305 310 315 320 

Ser Val Ser Ala Glu Glu Pro Gly Ala lie Leu Pro Ala Glu Glu Gin 

325 330 335 

Gly Ala Gin Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu 

340 ,345 350 

Pro Leu His Val Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg 

355 360 365 

His Arg Val Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro 

370 375 380 

Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro 
385 390 395 400 

Pro Ala Thr Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser 

405 410 415 

Val Gly Gly Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu 



420 



425 



430 



Glu Ala Arg 



Lys Glu Glu Thr Lys Ala Arg Glu Glu Glu 



Glu 



Glu Glu 
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435 440 445 

Glu Glu Glu Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu 

450 455 460 

Gly Met Tyr Ala Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe 
465 470 475 480 

Leu Val Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro 

485 490 495 

Pro Asp Ser Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val 

500 505 510 

Trp Leu Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin 

515 520 525 

Ser Pro Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly 

530 535 540 

Gly Gly Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr 
545 550 555 560 

Thr Ser Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg 

565 570 575 

Lys Arg Val Glu Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser 

580 585 590 

Pro Glu Glu Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala 

595 600 605 

Gly Glu Glu Asp lie Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp 

610 615 620 

Pro Glu Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
625 630 635 

<210> 11 
<211> 1917 
<212> DNA 

<213> Homo sapiens 
<400> 11 

atggtgtggg aaatcctggt gtctgagcgg gacatcagag cccttatccc actggccaag 60 
gctgaggagc tggtgaatac agcaccactg actggagtgc cccagcatgt ccccgtgcgc 120 
cttgtcactg tggacggcgg gggggccttg gtggaggtga cagagcatgt cggctgcgag 180 
tctgccaaca cacaggtcct gcaggtgtct gaggcctgtg atgccgtgtt cgtggctggc 240 
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aaggagagcc 


ggggcgcccg 


gggggtgcga 


gtggacttct 


ggtggcgccg 


gctccgcgcc 


300 


tcgctgcggc 


tgaccgtgtg 


ggcccccctg 


ctaccgctgc 


gtatcgagct 


caccgacacc 


360 


accctcgagc 


aggtccgcgg 


ctggagggta 


cctggccctg 


ctgaagggcc 


tgcggaaccc 


420 


gctgcagagg 


cgtcggatga 


ggccgagcgg 


cgcgcccgtg 


gctgccacct 


gcagtaccag 


480 


cgggccggtg 


tgcgcttcct 


cgcccccttc 


gcggcccacc 


cgctggacgg 


cggccgccgc 


540 


ctcacgcacc 


tgcttggccc 


cgactggctg 


ctagacgtgt 


cccacctcgt 


ggcgccacac 


600 


gcccgcgtgc 


tggactcgcg 


tgtagcctct 


ctggagggtg 


gccgtgtcgt 


ggtgggccgg 


660 


gagcccggtg 


tcacctccat 


tgaggtgcgt 


tccccactgt 


ctgactccat 


cctgggggag 


720 


caggcgctgg 


ctgtgacgga 


cgacaaggtc 


tcagtgctgg 


agctgagggt 


gcagccagtg 


780 


atgggcatct 


cgctgacctt 


gagccggggc 


actgcccacc 


ccggggaggt 


cacagctacg 


840 


tgctgggcac 


agtcagccct 


tcccgcccca 


aagcaggagg 


tggccctctc 


cctatggctg 


900 


tccttctctg 


atcacactgt 


ggccccagct 


gagctctacg 


accgccgtga 


cctgggactg 


960 


tccgtctcag 


ccgaggagcc 


tggtgccatc 


ctgccagctg 


aggagcaggg 


tgcccagctc 


1020 


ggggtggtgg 


tgagtggggc 


aggcgccgag 


gggctgccgc 


tgcatgtggc 


tctgcacccg 


1080 


cccgagccct 


gccgccgggg 


ccgccaccgt 


gtgcctctgg 


cctctggcac 


cgcctggctg 


1140 


gggctgcccc 


ctgcctccac 


tccagcccct 


gctctcccat 


ccagccctgc 


ttggagccca 


1200 


ccagccacag 


aagccaccat 


gggtggtaaa 


cggcaggtgg 


caggcagtgt 


cgggggcaac 


1260 


acaggtgtga 


ggggcaagtt 


tgagcgggca 


gaggaggagg 


ccaggaagga 


ggagaccaaa 


1320 


gccagggagg 


aggaggagga 


agaggaggag 


gagatggtcc 


ctgcccctca 


gcatgtcact 


1380 


gagctagagc 


tgggcatgta 


cgccctgctg 


ggagtcttct 


gcgtggccat 


cttcatcttc 


1440 


ttggtcaatg 


gtgtggtctt 


cgtcctgcgc 


tatcagcgca 


aagaacctcc 


cgacagtgcc 


1500 


actgacccca 


cctcccccca 


gccccacaac 


tgggtctggc 


tgggcactga 


ccaggaggaa 


1560 


ctgagccgcc 


agctggaccg 


gcagtcccct 


ggcccgccca 


agggggaggg 


gagctgcccc 


1620 


tgtgagagtg 


ggggaggagg 


ggaggcccct 


accctggccc 


ctggccctcc 


tgggggcacc 


1680 


accagctcct 


caagcaccct 


ggcccgaaag 


gaggctgggg 


ggcggcggaa 


gcgagtagag 


1740 


tttgtgacat 


ttgcgccagc 


ccctccagcc 


cagtcacctg 


aggagcctgt 


aggggcccct 


1800 


gctgtgcagt 


ccatccttgt 


ggcaggcgag 


gaggacatcc 


gctgggtgtg 


tgaggacatg 


1860 


gggctgaagg 


accctgagga 


gcttcgcaac 


tacatggaga 


ggatccgggg 


cagctcc 


1917 



<210> 12 
<211> 2235 
<212> DNA 

<213> Homo sapiens 
<400> 12 

cactcgcccc gtcacgtggc agctggagta cccaggccag gcccctgaag cagagaagga 60 
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caaaatggtg 


tgggaaatcc 


tggtgtctga 


gcgggacatc 


agagccctta 


tcccactggc 


120 


caaggctgag 


gagctggtga 


atacagcacc 


actgactgga 


gtgccccagc 


atgtccccgt 


180 


gcgccttgtc 


actgtggacg 


gcgggggggc 


cttggtggag 


gtgacagagc 


atgtcggctg 


240 


cgagtctgcc 


aacacacagg 


tcctgcaggt 


gtctgaggcc 


tgtgatgccg 


tgttcgtggc 


300 


tggcaaggag 


agccggggcg 


cccggggggt 


gcgagtggac 


ttctggtggc 


gccggctccg 


360 


cgcctcgctg 


cggctgaccg 


tgtgggcccc 


cctgctaccg 


ctgcgtatcg 


agctcaccga 


420 


caccaccctc 


gagcaggtcc 


gcggctggag 


ggtacctggc 


cctgctgaag 


ggcctgcgga 


480 


acccgctgca 


gaggcgtcgg 


atgaggccga 


gcggcgcgcc 


cgtggctgcc 


acctgcagta 


540 


ccagcgggcc 


ggtgtgcgct 


tcctcgcccc 


cttcgcggcc 


cacccgctgg 


acggcggccg 


600 


ccgcctcacg 


cacctgcttg 


gccccgactg 


gctgctagac 


gtgtcccacc 


tcgtggcgcc 


660 


acacgcccgc 


gtgctggact 


cgcgtgtagc 


ctctctggag 


ggtggccgtg 


tcgtggtggg 


720 


ccgggagccc 


ggtgtcacct 


ccattgaggt 


gcgttcccca 


ctgtctgact 


ccatcctggg 


780 


ggagcaggcg 


ctggctgtga 


cggacgacaa 


ggtctcagtg 


ctggagctga 


gggtgcagcc 


840 


agtgatgggc 


atctcgctga 


ccttgagccg 


gggcactgcc 


caccccgggg 


aggtcacagc 


900 


tacgtgctgg 


gcacagtcag 


cccttcccgc 


cccaaagcag 


gaggtggccc 


tctccctatg 


960 


gctgtccttc 


tctgatcaca 


ctgtggcccc 


agctgagctc 


tacgaccgcc 


gtgacctggg 


1020 


actgtccgtc 


tcagccgagg 


agcctggtgc 


catcctgcca 


gctgaggagc 


agggtgccca 


1080 


gctcggggtg 


gtggtgagtg 


gggcaggcgc 


cgaggggctg 


ccgctgcatg 


tggctctgca 


1140 


cccgcccgag 


ccctgccgcc 


ggggccgcca 


ccgtgtgcct 


ctggcctctg 


gcaccgcctg 


1200 


gctggggctg 


ccccctgcct 


ccactccagc 


ccctgctctc 


ccatccagcc 


ctgcttggag 


1260 


cccaccagcc 


acagaagcca 


ccatgggtgg 


taaacggcag 


gtggcaggca 


gtgtcggggg 


1320 


caacacaggt 


gtgaggggca 


agtttgagcg 


ggcagaggag 


gaggccagga 


aggaggagac 


1380 


caaagccagg 


gaggaggagg 


aggaagagga 


ggaggagatg 


gtccctgccc 


ctcagcatgt 


1440 


cactgagcta 


gagctgggca 


tgtacgccct 


gctgggagtc 


ttctgcgtgg 


ccatcttcat 


1500 


cttcttggtc 


aatggtgtgg 


tcttcgtcct 


gcgctatcag 


cgcaaagaac 


ctcccgacag 


1560 


tgccactgac 


cccacctccc 


cccagcccca 


caactgggtc 


tggctgggca 


ctgaccagga 


1620 


ggaactgagc 


cgccagctgg 


accggcagtc 


ccctggcccg 


cccaaggggg 


aggggagctg 


1680 


cccctgtgag 


agtgggggag 


gaggggaggc 


ccctaccctg 


gcccctggcc 


ctcctggggg 


1740 


caccaccagc 


tcctcaagca 


ccctggcccg 


aaaggaggct 


ggggggcggc 


ggaagcgagt 


1800 


agagtttgtg 


acatttgcgc 


cagcccctcc 


agcccagtca 


cctgaggagc 


ctgtaggggc 


1860 


ccctgctgtg 


cagtccatcc 


ttgtggcagg 


cgaggaggac 


atccgctggg 


tgtgtgagga 


1920 


catggggctg 


aaggaccctg 


aggagcttcg 


caactacatg 


gagaggatcc 


ggggcagctc 


1980 


ctgaccctcc 


acagccacct 


ggtcagccac 


cagctggggc 


aacgagggtg 


gaggtcccac 


2040 


tgagcctctc 


gcctgccccc 


gccactcgtc 


tggtgcttgt 


tgatccaagt 


cccctgcctg 


2100 


gtcccccaca 


aggactccca 


tccaggcccc 


ctctgccctg 


ccccttgtca 


tggaccatgg 


2160 


tcgtgaggaa 


gggctcatgc 


cccttattta 


tgggaaccat 


ttcattctaa 


cagaataaac 


2220 
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cgagaaggaa accag 

<210> 13 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed oligonucleotide 
<400> 13 

agaccacacc attgaccaag 

<210> 14 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed oligonucleotide 
<400> 14 

gaaccagtta ccacaccaga 

<210> 15 
<211> 1024 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Met Cys Ala Arg Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala 
35 40 45 
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Ala Leu Glu Leu Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val 

50 55 60 

Gly His Tyr Pro Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr 
65 70 75 80 

Phe Leu Leu Leu Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala 

85 90 95 

Ser Tyr Pro Pro Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr 

100 105 110 

Glu Pro His Gin Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val 

115 120 125 

Glu Ala Ala Val Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His 

130 135 140 

Leu Lys Gly Gin Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala 
145 150 155 160 

Arg Leu His Ala Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg 

165 170 175 

Phe Gin Pro Ser Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser 

180 185 190 

His Trp Phe Ser Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr 

195 200 205 

Leu Glu Pro Ala Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu 

210 215 220 

Asn Asp Pro Gly Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg 
225 230 235 240 

Pro Ala Asp Pro Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val 

245 250 255 

Thr Leu Arg Val Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser 

260 265 270 

Ala Thr Leu Leu Leu Arg His Asn Phe Thr Ala Ser Leu Leu Thr Leu 

275 280 285 

Arg lie Lys Val Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala 

290 295 300 

Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg 
305 310 315 320 

His His Thr Thr Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro 
325 330 335 
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Asp Ser Ser Ser Pro Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe 

340 345 350 

Val Val Glu Asn Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val 

355 360 365 

Thr Trp Gin Leu Glu Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp 

370 375 380 

Lys Met Val Trp Glu lie Leu Val Ser Glu Arg Asp He Arg Ala Leu 
385 390 395 400 

lie Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr 

405 410 415 

Gly Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly 

420 425 430 

Gly Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn 

435 440 445 

Thr Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala 

450 455 460 

Gly Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp 
465 470 475 480 

Arg Arg Leu Arg Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu 

485 490 495 

Pro Leu Arg He Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly 

500 505 510 

Trp Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu 

515 520 525 

Ala Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr 

530 535 540 

Gin Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu 
545 550 555 560 

Asp Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu 

565 570 575 

Asp Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg 

580 585 590 

Val Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly 

595 600 60.5 

Val Thr Ser lie Glu Val Arg Ser Pro Leu Ser Asp Ser lie Leu Gly 
610 615 620 
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Glu Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu 
625 630 635 640 

Arg Val Gin Pro Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr 

645 650 655 

Ala His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu 

660 665 670 

Pro Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser 

675 680 685 

Asp His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly 

690 695 700 

Leu Ser Val Ser Ala Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu 
705 710 715 720 

Gin Gly Ala Gin Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly 

725 730 735 

Leu Pro Leu His Val Ala Leu His Pro Pro Glu. Pro Cys Arg Arg Gly 

740 745 750 

Arg His Arg Val Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro 

755 760 765 

Pro Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser 

770 775 780 

Pro Pro Ala Thr Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly 
785 790 795 800 

Ser Val Gly Gly Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu 

805 810 815 

Glu Glu Ala Arg Lys Glu Glu Thr Glu Ala Arg Glu Glu Glu Glu Glu 

820 825 830 

Glu Glu Glu Glu Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu 

835 840 845 

Leu Gly Met Tyr Ala Leu Leu Gly Val Phe Cys Val Ala lie Phe He 

850 855 860 

Phe Leu Val Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu 
865 870 875 880 

Pro Pro Asp Ser Ala. Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp 

885 890 895 

Val Trp Leu Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg 
900 905 910 
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Gin Ser Pro Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser 

915 920 925 

Gly Gly Gly Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly 

930 935 940 

Thr Thr Ser Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg 
945 950 955 960 

Arg Lys Arg Val Glu Phe Val Thr Phe Val Pro Ala Pro Pro Ala Gin 

965 970 975 

Ser Pro Glu Glu Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val 

980 985 990 

Ala Gly Glu Glu Asp lie Arg Trp Val Gys Glu Asp Met Gly Leu Lys 

995 1000 1005 

Asp Pro Glu Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 1020 

<210> 16 
<211> 3072 
<212> DNA 

<213> Homo sapiens 
<400> 16 

atgtgcgcgc ggatggccgg tcgcacaaca gcggcccctc gggggcccta cggcccctgg 60 

ctctgcctcc tggtggccct cgccctggac gtcgtgagag tggactgtgg ccaggctccc 120 

ctggaccctg tctacctgcc ggcagccctg gagctcctag acgcccctga acacttccgt 180 

gtgcagcagg tgggccacta cccacctgcc aactcctctc tgagctcccg atctgagacc 240 

tttctgctcc tacagccctg gcccagggcc cagccacttc tccgggcctc ctacccacct 300 

tttgccactc agcaggtggt cccccctcga gtcactgagc cccaccaacg gccagtccca 360 

tgggacgtgc gggccgtttc agtggaagcg gctgtgactc cagcagagcc ctacgcccgg 420 

gttctcttcc acctcaaagg gcaggattgg ccaccagggt ctggcagcct gccctgtgcc 480 

cggctccatg ccacacaccc tgcaggcact gctcaccaag cc.tgccgctt ccagccatcc 540 

ctgggcgcct gcgtggtgga gctggagctt ccctcgcact ggttctcaca ggcctccacc 600 

acacgggccg agctggccta cacgcttgag cctgcagctg agggccctgg gggctgtggc 660 

tccggcgagg agaacgaccc tggggagcag gccctcccag tggggggtgt ggagctgcgc 720 

ccagcagacc ccccgcagta ccaggaggta cctctggacg aggctgtgac tctgcgggtg 780 

cctgacatgc cagtgcggcc cggccagctc tttagtgcta ccctcctgct tcggcacaac 840 

ttcacagcca gcctcctgac cctgcggatc aaggtgaaga aggggctgca tgtgacagcc 900 
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gcccgcccag 


cccagcccac 


actctggact 


gccaagctag 


accgcttcaa 


gggctccagg 


960 


caccacacca 


ccctcatcac 


ctgccaccgt 


gctgggctca 


cagagccaga 


ttccagcagt 


1020 


ccccttgaac 


tgtctgagtt 


cctatgggtg 


gactttgtgg 


tggagaatag 


cactggtggg 


1080 


ggcgtagcgg 


tcactcgccc 


cgtcacgtgg. 


cagctggagt 


acccaggcca 


ggcccctgaa 


1140 


gcagagaagg 


acaaaatggt 


gtgggaaatc 


ctggtgtctg 


agcgggacat 


cagagccctt 


1200 


atcccactgg 


ccaaggctga 


ggagctggtg 


aatacagcac 


cactgactgg 


agtgccccag 


1260 


catgtccccg 


tgcgccttgt 


cactgtggac 


ggcggggggg 


ccttggtgga 


ggtgacagag 


1320 


catgtcggct 


gcgagtctgc 


caacacacag 


gtcctgcagg 


tgtctgaggc 


ctgtgatgcc 


1380 


gtgttcgtgg 


ctggcaagga 


gagccggggc 


gcccgggggg 


tgcgagtgga 


cttctggtgg 


1440 


cgccggctcc 


gcgcctcgct 


gcggctgacc 


gtgtgggccc 


cgctgctacc 


gctgcgtatc 


1500 


gagctcaccg 


acaccaccct 


cgagcaggtc 


cgcggctgga 


gggtacctgg 


ccctgctgaa 


1560 


gggcctgcgg 


aacccgctgc 


agaggcgtca 


gatgaggccg 


agcggcgcgc 


ccgtggctgc 


1620 


cacctgcagt 


accagcgggc 


cggtgtgcgc 


ttcctcgccc 


ccttcgcggc 


ccacccgctg 


1680 


gacggcggcc 


gccgcctcac 


gcacctgctt 


ggccccgact 


ggctgctaga 


cgtgtcccac 


1740 


ctcgtggcgc 


cacacgcccg 


cgtgctggac 


tcgcgtgtag 


cctctctgga 


gggtggccgt 


1800 


gtcgtggtgg 


gccgggagcc 


cggtgtcacc 


tccattgagg 


tgcgttcccc 


actgtctgac 


1860 


tccatcctgg 


gggagcaggc 


gctggctgtg 


acggacgaca 


aggtctcagt 


gctggagctg 


1920 


agggtgcagc 


cagtgatggg 


catctcgctg 


accttgagcc 


ggggcactgc 


ccaccccggg 


1980 


gaggtcacag 


ctacgtgctg 


ggcacagtca 


gcccttcccg 


ccccaaagca 


ggaggtggcc 


2040 


ctctccctat 


ggctgtcctt 


ctctgatcac 


actgtggccc 


cagctgagct 


ctacgaccgc 


2100 


cgtgacctgg 


gactgtccgt 


ctcagccgag 


gagcctggtg 


ccatcctgcc 


agctgaggag 


2160 


cagggtgccc 


agctcggggt 


ggtggtgagt 


ggggcaggcg 


ccgaggggct 


gccgctgcat 


2220 


gtggctctgc 


acccgcccga 


gccctgccgc 


cggggccgcc 


accgtgtgcc 


tctggcctct 


2280 


ggcaccgcct 


ggctggggct 


gccccctgcc 


tccactccag 


cccctgctct 


cccatccagc 


2340 


cctgcttgga 


gcccaccagc 


cacagaagcc 


accatgggtg 


gtaaacggca 


ggtggcaggc 


2400 


agtgtcgggg 


gcaacacagg 


tgtgaggggc 


aagtttgagc 


gggcagagga 


ggaggccagg 


2460 


aaggaggaga 


ccgaagccag 


ggaggaggag 


gaggaagagg 


aggaggagat 


ggtccctgcc 


2520 


cctcagcatg 


tcactgagct 


agagctgggc 


atgtacgccc 


tgctgggagt 


cttctgcgtg 


2580 


gccatcttca 


tcttcttggt 


caatggtgtg 


gtcttcgtcc 


tgcgctatca 


gcgcaaagaa 


2640 


cctcccgaca 


gtgccactga 


ccccacctcc 


ccccagcccc 


acaactgggt 


ctggctgggc 


2700 


actgaccagg 


aggaactgag 


ccgccagctg 


gaccggcagt 


cccctggccc 


gcccaagggg 


2760 


gaggggagct 


gcccctgtga 


gagtggggga 


ggaggggagg 


cccctaccct 


ggcccctggc 


2820 


cctcctgggg 


gcaccaccag 


ctcctcaagc 


accctggccc 


gaaaggaggc 


tggggggcgg 


2880 


cggaagcgag 


tagagtttgt 


gacatttgtg 


ccagcccctc 


cagcccagtc 


acctgaggag 


2940 


cctgtagggg 


cccctgctgt 


gcagtccatc 


cttgtggcag 


gcgaggagga 


catccgctgg 


3000 


gtgtgtgagg 


acatggggct 


gaaggaccct 


gaggagcttc 


gcaactacat 


ggagaggatc 


3060 
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cggggcagct cc 3072 

<210> 17 

<211> 1020 

<212> PRT 

<213> Homo sapiens 



<400> 17 

Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro Tyr Gly Pro Trp 

5 10 15 

Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val Arg Val Asp Cys 
20 25 30 . 

Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala Ala Leu Glu Leu 

35 40 45 

Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val Gly His Tyr Pro 

50 55 60 

Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr Phe Leu Leu Leu 
65 70 75 80 

Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala Ser Tyr Pro Pro 

85 90 95 

Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr Glu Pro His Gin 

100 105 110 

Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val Glu Ala Ala Val 

115 120 125 

Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His Leu Lys Gly Gin 

130 135 140 

Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala Arg Leu His Ala 
145 150 155 160 

Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg Phe Gin Pro Ser 

165 170 175 

Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser His Trp Phe Ser 

180 185 190 

Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr Leu Glu Pro Ala 

195 200 205 

Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu Asn Asp Pro Gly 
210 215 220 
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Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg Pro Ala Asp Pro 
225 230 235 240 

Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val Thr Leu Arg Val 

245 250 255 

Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser Ala Thr Leu Leu 

260 265 270 

Leu Arg His Asn Phe Thr Ala Ser Leu Leu Thr Leu Arg lie Lys Val 

275 280 285 

Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala Gin Pro Thr Leu 

290 295 300 

Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg His His Thr Thr 
305 310 315 320 

Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro Asp Ser Ser Ser 

325 330 335 

Pro Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val Val Glu Asn 

340 345 350 

Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr Trp Gin Leu 

355 360 365 

Glu Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys Met Val Trp 

370 375 380 

Glu He Leu Val Ser Glu Arg Asp lie Arg Ala Leu He Pro Leu Ala 
385 390 395 400 

Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly Val Pro Gin 

405 410 415 

His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly Ala Leu Val 

420 425 430 

Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr Gin Val Leu 

435 440 445 

Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly Lys Glu Ser 

450 455 460 

Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg Arg Leu Arg 
465 470 475 480 

Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro Leu Arg He 

485 490 495 

Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp Arg Val Pro 
500 505 510 
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Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala Ser Asp Glu 

515 520 525 

Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin Arg Ala Gly 

530 535 540 

Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp Gly Gly Arg 
545 550 555 560 

Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp Val Ser His 

565 570 575 

Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val Ala Ser Leu 

580 585 590 

Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val Thr Ser He 

595 600 605 

Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu Gin Ala Leu 

610 615 620 

Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg Val Gin Pro 
625 630 635 640 

Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala His Pro Gly 

645 650 655 

Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro Ala Pro Lys 

660 665 670 

Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp His Thr Val 

675 680 685 

Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu Ser Val Ser 

690 695 700 

Ala Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin Gly Ala Gin 
705 710 715 720 

Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu Pro Leu His 

725 730 735 

Val Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg His Arg Val 

740 745 750 

Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro Ala Ser Thr 

755 760 765 

Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro Pro Ala Thr 

770 775 780 

Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser Val Gly Gly 
785 790 795 800 
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Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu. Glu Glu Ala Arg 

805 810 815 

Lys Glu Glu Thr Glu Ala Arg Glu Glu Glu Glu Glu Glu Glu Glu Glu 

820 825 830 

Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu Gly Met Tyr 

835 840 845 

Ala Leu Leu Gly Val Phe Cys Val Ala He Phe lie Phe Leu Val Asn 

850 855 860 

Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro Pro Asp Ser 
865 870 875 880 

Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val Trp Leu Gly 

885 890 895 

Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin Ser Pro Gly 

900 905 910 

Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly Gly Gly Gly 

915 920 925 

Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr Thr Ser Ser 

930 935 940 

Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg Lys Arg Val 
945 950 955 960 

Glu Phe Val Thr Phe Val Pro Ala Pro Pro Ala Gin Ser Pro Glu Glu' 

965 970 975 

Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala Gly Glu Glu 

980 985 990 

Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp Pro Glu Glu 

995 1000 1005 

Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 1020 

<210> 18 
<211> 3060 
<212> DNA 

<213> Homo sapiens 
<400> 18 

atggccggtc gcacaacagc ggcccctcgg gggccctacg gcccctggct ctgcctcctg 
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gtggccctcg 


ccctggacgt 


cgtgagagtg 


gactgtggcc 


aggctcccct 


ggaccctgtc 


120 


tacctgccgg 


cagccctgga 


gctcctagac 


gcccctgaac 


acttccgtgt 


gcagcaggtg 


180 


ggccactacc 


cacctgccaa 


ctcctctctg 


agctcccgat 


ctgagacctt 


tctgctccta 


240 


cagccctggc 


ccagggccca 


gccacttctc 


cgggcctcct 


acccaccttt 


tgccactcag 


300 


caggtggtcc 


cccctcgagt 


cactgagccc 


caccaacggc 


cagtcccatg 


ggacgtgcgg 


360 


gccgtttcag 


tggaagcggc 


tgtgactcca 


gcagagccct 


acgcccgggt 


tctcttccac 


420 


ctcaaagggc 


aggattggcc 


accagggtct 


ggcagcctgc 


cctgtgcccg 


gctccatgcc 


480 


acacaccctg 


caggcactgc 


tcaccaagcc 


tgccgcttcc 


agccatccct 


gggcgcctgc 


540 


gtggtggagc 


tggagcttcc 


ctcgcactgg 


ttctcacagg 


cctccaccac 


acgggccgag 


600 


ctggcctaca 


cgcttgagcc 


tgcagctgag 


ggccctgggg 


gctgtggctc 


cggcgaggag 


660 


aacgaccctg 


gggagcaggc 


cctcccagtg 


gggggtgtgg 


agctgcgccc 


agcagacccc 


720 


ccgcagtacc 


aggaggtacc 


tctggacgag 


gctgtgactc 


tgcgggtgcc 


tgacatgcca 


780 


gtgcggcccg 


gccagctctt 


tagtgctacc 


ctcctgcttc 


ggcacaactt 


cacagccagc 


840 


ctcctgaccc 


tgcggatcaa 


ggtgaagaag 


gggctgcatg 


tgacagccgc 


ccgcccagcc 


900 


cagcccacac 


tctggactgc 


caagctagac 


cgcttcaagg 


gctccaggca 


ccacaccacc 


960 


ctcatcacct 


gccaccgtgc 


tgggctcaca 


gagccagatt 


ccagcagtcc 


ccttgaactg 


1020 


tctgagttcc 


tatgggtgga 


ctttgtggtg 


gagaatagca 


ctggtggggg 


cgtagcggtc 


1080 


actcgccccg 


tcacgtggca 


gctggagtac 


ccaggccagg 


cccctgaagc 


agagaaggac 


1140 


aaaatggtgt 


gggaaatcct 


ggtgtctgag 


cgggacatca 


gagcccttat 


cccactggcc 


1200 


aaggctgagg 


agctggtgaa 


tacagcacca 


ctgactggag 


tgccccagca 


tgtccccgtg 


1260 


cgccttgtca 


ctgtggacgg 


cgggggggcc 


ttggtggagg 


tgacagagca 


tgtcggctgc 


1320 


gagtctgcca 


acacacaggt 


cctgcaggtg 


tctgaggcct 


gtgatgccgt 


gttcgtggct 


1380 


ggcaaggaga 


gccggggcgc 


ccggggggtg 


cgagtggact 


tctggtggcg 


ccggctccgc 


1440 


gcctcgctgc 


ggctgaccgt 


gtgggccccg 


ctgctaccgc 


tgcgtatcga 


gctcaccgac 


1500 


accaccctcg 


agcaggtccg 


cggctggagg 


gtacctggcc 


ctgctgaagg 


gcctgcggaa 


1560 


cccgctgcag 


aggcgtcaga 


tgaggccgag 


cggcgcgccc 


gtggctgcca 


cctgcagtac 


1620 


cagcgggccg 


gtgtgcgctt 


cctcgccccc 


ttcgcggccc 


acccgctgga 


cggcggccgc 


1680 


cgcctcacgc 


acctgcttgg 


ccccgactgg 


ctgctagacg 


tgtcccacct 


cgtggcgcca 


1740 


cacgcccgcg 


tgctggactc 


gcgtgtagcc 


tctctggagg 


gtggccgtgt 


cgtggtgggc 


1800 


cgggagcccg 


gtgtcacctc 


cattgaggtg 


cgttccccac 


tgtctgactc 


catcctgggg 


1860 


gagcaggcgc 


tggctgtgac 


ggacgacaag 


gtctcagtgc 


tggagctgag 


ggtgcagcca 


1920 


gtgatgggca 


tctcgctgac 


cttgagccgg 


ggcactgccc 


accccgggga 


ggtcacagct 


1980 


acgtgctggg 


cacagtcagc 


ccttcccgcc 


ccaaagcagg 


aggtggccct 


ctccctatgg 


2040 


ctgtccttct 


ctgatcacac 


tgtggcccca 


gctgagctct 


acgaccgccg 


tgacctggga 


2100 


ctgtccgtct 


cagccgagga 


gcctggtgcc 


atcctgccag 


ctgaggagca 


gggtgcccag 


2160 


ctcggggtgg 


tggtgagtgg 


ggcaggcgcc 


gaggggctgc 


cgctgcatgt 


ggctctgcac 


2220 
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ccgcccgagc 


cctgccgccg 


gggccgccac cgtgtgcctc 


tggcctctgg 


caccgcctgg 


2280 


ctggggctgc 


cccctgcctc 


cactccagcc cctgctctcc 


catccagccc 


tgcttggagc 


2340 


ccaccagcca 


cagaagccac 


catgggtggt aaacggcagg 


tggcaggcag 


tgteggggge 


2400 


aacacaggtg 


tgaggggcaa 


gtttgagcgg gcagaggagg 


aggccaggaa 


ggaggagacc 


2460 


gaagccaggg 


aggaggagga 


ggaagaggag gaggagatgg 


tccctgcccc 


tcagcatgtc 


2520 


actgagctag 


agctgggcat 


gtacgccctg ctgggagtct 


tctgcgtggc 


catcttcatc 


2580 


ttcttggtca 


atggtgtggt 


cttcgtcctg cgctatcagc 


gcaaagaacc 


tcccgacagt 


2640 


gccactgacc 


ccacctcccc 


ccagccccac aactgggtct 


ggctgggcac 


tgaccaggag 


2700 


goal, Lgdgou 






r*r* c* a o o a a era 


ggggagcxgc 


£> i \J\J 


ccctgtgaga 


gtgggggagg 


aggggaggcc cctaccctgg 


cccctggccc 


tcctgggggc 


2820 


accaccagct 


cctcaagcac 


cctggcccga aaggaggctg 


gggggcggcg 


gaagcgagta 


2880 


gagtttgtga 


catttgtgcc 


agcccctcca gcccagtcac 


ctgaggagee 


tgtaggggee 


2940 


cctgctgtgc 


agtccatcct 


tgtggcaggc gaggaggaca 


tccgctgggt 


gtgtgaggac 


3000 


atggggctga 


aggaccctga 


ggagcttcgc aactacatgg 


agaggatccg 


gggcagctcc 


oUbU 


<210> 19 












<211> 3505 












<212> DNA 












<213> Homo 


sapiens 










<400> 19 












attgtctggg 


aattgcagcc 


gcggggcggg cggcggcggc 


ggcggcggcg 


gccgggaccc 


60 


agcgggccag 


gtggggacgg 


cgcggagcgg gtgcgggaga 


tgccgtgcgg 


gaetggggee 


120 


acctgagccg 


cccgcctcgt 


ccccgccttc tgtgggaagg 


atgtgcgcgc 


ggatggccgg 


180 


tcgcacaaca 


gcggcccctc 


gggggcccta cggcccctgg 


ctctgcctcc 


tggtggccct 


240 


cgccctggac 


gtcgtgagag 


tggactgtgg ccaggctccc 


ctggaccctg 


tctacctgcc 


300 


ggcagccctg 


gagctcctag 


acgcccctga acacttccgt 


gtgeagcagg 


tgggecacta 


360 


cccacctgcc 


aactcctctc 


tgagctcccg atctgagacc 


tttctgctcc 


tacagccctg 


420 


gcccagggcc 


cagccacttc 


tccgggcctc ctacccacct 


tttgccactc 


agcaggtggt 


480 


cccccctcga 


gtcactgagc 


cccaccaacg gccagtccca 


tgggacgtgc 


gggccgtttc 


540 


agtggaagcg 


gctgtgactc 


cagcagagcc ctacgcccgg 


gttctcttcc 


acctcaaagg 


600 


gcaggattgg 


ccaccagggt 


ctggcagcct gccctgtgcc 


cggctccatg 


ccacacaccc 


660 


tgcaggcact 


gctcaccaag 


cctgccgctt ccagccatcc 


ctgggcgcct 


gcgtggtgga 


720 


gctggagctt 


ccctcgcact 


ggttctcaca. ggcctccacc 


acacgggccg 


agetggecta 


780 


cacgcttgag 


cctgcagctg 


agggccctgg gggctgtggc 


teeggegagg 


agaacgaccc 


840 


tggggagcag 


gccctcccag 


tggggggtgt ggagctgcgc 


ccagcagacc 


ccccgcagta 


900 
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ccaggaggta cctctggacg aggctgtgac tctgcgggtg cctgacatgc cagtgcggcc 960 

cggccagctc tttagtgcta ccctcctgct tcggcacaac ttcacagcca gcctcctgac 1020 

cctgcggatc aaggtgaaga aggggctgca tgtgacagcc gcccgcccag cccagcccac 1080 

actctggact gccaagctag accgcttcaa gggctccagg caccacacca ccctcatcac 1140 

ctgccaccgt gctgggctca cagagccaga ttccagcagt ccccttgaac tgtctgagtt 1200 

cctatgggtg gactttgtgg tggagaatag cactggtggg ggcgtagcgg tcactcgccc 1260 

cgtcacgtgg cagctggagt acccaggcca ggcccctgaa gcagagaagg acaaaatggt 1320 

gtgggaaatc ctggtgtctg agcgggacat cagagccctt atcccactgg ccaaggctga 1380 

ggagctggtg aatacagcac cactgactgg agtgccccag catgtccccg tgcgccttgt 1440 

cactgtggac ggcggggggg ccttggtgga ggtgacagag catgtcggct gcgagtctgc 1500 

caacacacag gtcctgcagg tgtctgaggc ctgtgatgcc gtgttcgtgg ctggcaagga 1560 

gagccggggc gcccgggggg tgcgagtgga cttctggtgg cgccggctcc gcgcctcgct 1620 

gcggctgacc gtgtgggccc cgctgctacc gctgcgtatc gagctcaccg acaccaccct 1680 

cgagcaggtc cgcggctgga gggtacctgg ccctgctgaa gggcctgcgg aacccgctgc 1740 

agaggcgtca gatgaggccg agcggcgcgc ccgtggctgc cacctgcagt accagcgggc 1800 

cggtgtgcgc ttcctcgccc ccttcgcggc ccacccgctg gacggcggcc gccgcctcac 1860 

gcacctgctt ggccccgact ggctgctaga cgtgtcccac ctcgtggcgc cacacgcccg 1920 

cgtgctggac tcgcgtgtag cctctctgga gggtggccgt gtcgtggtgg gccgggagcc 1980 

cggtgtcacc tccattgagg tgcgttcccc actgtctgac tccatcctgg gggagcaggc 2040 

gctggctgtg acggacgaca aggtctcagt gctggagctg agggtgcagc cagtgatggg 2100 

catctcgctg accttgagcc ggggcactgc ccaccccggg gaggtcacag ctacgtgctg 2160 

ggcacagtca gcccttcccg ccccaaagca ggaggtggcc ctctccctat ggctgtcctt 2220 

ctctgatcac actgtggccc cagctgagct ctacgaccgc cgtgacctgg gactgtccgt 2280 

ctcagccgag gagcctggtg ccatcctgcc agctgaggag cagggtgccc agctcggggt 2340 

ggtggtgagt ggggcaggcg ccgaggggct gccgctgcat gtggctctgc acccgcccga 2400 

gccctgccgc cggggccgcc accgtgtgcc tctggcctct ggcaccgcct ggctggggct 2460 

gccccctgcc tccactccag cccctgctct cccatccagc cctgcttgga gcccaccagc 2520 

cacagaagcc accatgggtg gtaaacggca ggtggcaggc agtgtcgggg gcaacacagg 2580 

tgtgaggggc aagtttgagc gggcagagga ggaggccagg aaggaggaga ccgaagccag 2640 

ggaggaggag gaggaagagg aggaggagat ggtccctgcc cctcagcatg tcactgagct 2700 

agagctgggc atgtacgccc tgctgggagt cttctgcgtg gccatcttca tcttcttggt 2760 

caatggtgtg gtcttcgtcc tgcgctatca gcgcaaagaa cctcccgaca gtgccactga 2820 

ccccacctcc ccccagcccc acaactgggt ctggctgggc actgaccagg aggaactgag 2880 

ccgccagctg gaccggcagt cccctggccc gcccaagggg gaggggagct gcccctgtga 2940 

gagtggggga ggaggggagg cccctaccct ggcccctggc cctcctgggg gcaccaccag 3000 

ctcctcaagc accctggccc gaaaggaggc tggggggcgg cggaagcgag tagagtttgt 3060 
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gacatttgtg 


ccagcccctc cagcccagtc acctgaggag 


cctgtagggg cccctgctgt 


3120 


gcagtccatc 


cttgtggcag gcgaggagga catccgctgg 


gtgtgtgagg acatggggct 


3180 


eaaeeaccct 


gaggagcttc gcaactacat ggagaggatc 


ceeeecaect ccteraccctc 


3240 


cacagccacc 


tggtcagcca ccagctgggg caacgagggt 


ggaggtccca ctgagcctct 


3300 


cgcctgcccc 


cgccactcgt ctggtgcttg ttgatccaag 


tcccctgcct ggtcccccac 


3360 


aaggactccc 


atccaggccc cctctgccct gccccttgtc 


atggaccatg gtcgtgagga 


3420 


agggctcatg 


ccccttattt atgggaacca tctcattcta 


acagaataaa ccgagaagga 


3480 


cl o L- ci g, a aau 


aaaaaaaaaa aaaaa 










<210> 20 












<211> 1023 












<212> PRT 












<213> Homo 


sapiens 










<400> 20 












Met Cys Ala 


Arg Met Ala Gly Arg Thr 


Thr 


Ala 


Ala Pro Arg Gly Pro 






5 


10 




15 




Tyr Gly Pro 


Trp Leu Cys Leu Leu Val 


Ala 


Leu 


Ala Leu Asp Val Val 






20 • 25 






30 




Arg Val Asp 


Cys Gly Gin Ala Pro Leu 


Asp 


Pro 


Val Tyr Leu Pro Ala 




35 


40 






45 




Ala Leu Glu 


Leu Leu Asp Ala Pro Glu 


His 


Phe 


Arg Val Gin Gin Val 




50 


55 






60 




Gly His Tyr 


Pro Pro Ala Asn Ser Ser 


Leu 


Ser 


Ser Arg Ser Glu Thr 




65 


70 




75 


80 




Phe Leu Leu 


Leu Gin Pro Trp Pro Arg 


Ala 


Gin 


Pro Leu Leu Arg Ala 






85 


90 




95 




Ser Tyr Pro 


Pro Phe Ala Thr Gin Gin 


Val 


Val 


Pro Pro Arg Val Thr 






100 105 






110 




Glu Pro His 


Gin Arg Pro Val Pro Trp 


Asp 


Val 


Arg Ala Val Ser Val 




115 


120 






125 




Glu Ala Ala 


Val Thr Pro Ala Glu Pro 


Tyr 


Ala 


Arg Val Leu Phe His 




130 


135 






140 




Leu Lys Gly 


Gin Asp Trp Pro Pro Gly 


Ser 


Gly 


Ser Leu Pro Cys Ala 




145 


150 




155 


160 




Arg Leu His 


Ala Thr His Pro Ala Gly 


Thr 


Ala 


His Gin Ala Cys Arg 
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165 170 175 

Phe Gin Pro Ser Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser 

180 185 190 

His Trp Phe Ser Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr 

195 200 205 

Leu Glu Pro Ala Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu 

210 215 220 

Asn Asp Pro Gly Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg 
225 230 235 240 

Pro Ala Asp Pro Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val 

245 250 255 

Thr Leu Arg Val Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser 

260 265 270 

Ala Thr Leu Leu Leu Gin His Asn Phe Thr Ala Ser Leu Leu Thr Leu 

275 280 285 

Arg He Lys Val Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala 

290 295 300 

Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg 
305 310 315 320 

His His Thr Thr Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro 

325 330 335 

Asp Ser Ser Pro Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val 

340 345 350 

Val Glu Asn Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr 

355 360 365 

Trp Gin Leu Glu Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys 

370 375 380 

Met Val Trp Glu He Leu Val Ser Glu Arg Asp He Arg Ala Leu He 
385 390 395 400 

Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly 

405 410 415 

Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly 

420 425 430 

Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr 

435 440 445 

Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly 
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450 455 460 

Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg 
465 470 475 480 

Arg Leu Arg Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro 

485 490 495 

Leu Arg lie Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp 

500 505 510 

Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala 

515 520 525 

Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin 

530 535 540 

Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp 
545 550 555 560 

Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp 

565 570 575 

Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val 

580 585 590 

Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val 

595 600 605 

Thr Ser lie Glu Val Arg Ser Pro Leu Ser Asp Ser lie Leu Gly Glu 

610 615 620 

Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg 
625 630 635 640 

Val Gin Pro Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala 

645 650 655 

His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro 

660 665 670 

Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp 

675 680 685 

His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu 

690 695 700 

Ser Val Ser Ala Glu Glu Pro Gly Ala lie Leu Pro Ala Glu Glu Gin 
705 710 715 720 

Gly Ala Gin Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu 

725 730 735 

Pro Leu His Val Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg 
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740 745 750 

His Arg Val Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro 

755 760 765 

Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro 

770 775 780 

Pro Ala Thr Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser 
785 790 795 800 

Val Gly Gly Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu 

805 810 815 

Glu Ala Arg Lys Glu Glu Thr Lys Pro Arg Glu Glu Glu Glu Glu Glu 

820 825 830 

Glu Glu Glu Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu 

835 840 845 

Gly Met Tyr Ala Leu Leu Gly Val Phe Cys Val Ala He Phe lie Phe 

850 855 860 

Leu Val Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro 
865 870 875 880 

Pro Asp Ser Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val 

885 890 895 

Trp Leu Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin 

900 905 910 

Ser Pro Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly 

915 920 925 

Gly Gly Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr 

930 935 940 

Thr Ser Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg 
945 950 955 960 

Lys Arg Val Glu Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser 

965 970 975 

Pro Glu Glu Pro Val Gly Ala Pro Ala Val Gin Ser lie Leu Val Ala 

980 985 990 

Gly Glu Glu Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp 

995 1000 1005 

Pro Glu Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 1020 
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<210> 21 
<211> 3069 
<212> DNA 

<213> Homo sapiens 



<400> 21 



atgtgcgcgc 


ggatggccgg 


tcgcacaaca gcggcccctc 


gggggcccta 


cggcccetgg 


60 


ctctgcctcc 


tggtggccct 


cgccctggac gtcgtgagag 


tggactgtgg 


ccaggctccc 


120 


ctggaccctg 


tctacctgcc 


ggcagccctg gagctcctag 


acgcccctga 


acacttccgt 


180 


gtgcagcagg 


tgggccacta 


cccacctgcc 


aactcctctc 


tgagctcccg 


atctgagacc 


240 


tttctgctcc 


tacagccctg 


gcccagggcc 


cagccacttc 


tccgggcctc 


ctacccacct 


300 


tttgccactc 


agcaggtggt 


cccccctcga gtcactgagc 


cccaccaacg 


gccagtccca 


360 


tgggacgtgc 


gggccgtttc 


agtggaagcg 


gctgtgactc 


cagcagagcc 


ctacgcccgg 


420 


gttctcttcc 


acctcaaagg 


gcaggattgg 


ccaccagggt 


ctggcagcct 


gccctgtgcc 


480 


cggctccatg 


ccacacaccc 


tgcaggcact 


gctcaccaag 


cctgccgctt 


ccagccatcc 


540 


ctgggcgcct 


gcgtggtgga 


gctggagctt 


ccctcgcact 


ggttctcaca 


ggcctccacc 


600 


acacgggccg 


agctggccta 


cacgcttgag cctgcagctg 


agggccctgg 


gggctgtggc 


660 


tccggcgagg 


agaacgaccc 


tggggagcag 


gccctcccag 


tggggggtgt 


ggagctgcgc 


720 


ccagcagacc 


ccccgcagta 


ccaggaggta 


cctctggacg 


aggctgtgac 


tctgcgggtg 


780 


cctgacatgc 


cagtgcggcc 


cggccagctc tttagtgcta 


ccctcctgct 


tcagcacaac 


840 


ttcacagcca 


gcctcctgac 


cctgcggatc 


aaggtgaaga 


aggggctgca 


tgtgacagcc 


900 


gcccgcccag 


cccagcccac 


actctggact 


gccaagctag 


accgcttcaa 


gggctccagg 


960 


caccacacca 


ccctcatcac 


ctgccaccgt 


gctgggctca 


cagagccaga 


ttccagtccc 


1020 


cttgaactgt 


ctgagttcct 


atgggtggac 


tttgtggtgg 


agaatagcac 


tggtgggggc 


1080 


gtagcggtca 


ctcgccccgt 


cacgtggcag 


ctggagtacc 


caggccaggc 


ccctgaagca 


1140 


gagaaggaca 


aaatggtgtg 


ggaaatcctg 


gtgtctgagc 


gggacatcag 


agcccttatc 


1200 


ccactggcca 


aggctgagga 


gctggtgaat 


acagcaccac 


tgactggagt 


gccccagcat 


1260 


gtccccgtgc 


gccttgtcac 


tgtggacggc gggggggcct 


tggtggaggt 


gacagagcat 


1320 


gtcggctgcg 


agtctgccaa 


cacacaggtc 


ctgcaggtgt 


ctgaggcctg 


tgatgccgtg 


1380 


ttcgtggctg 


gcaaggagag 


ccggggcgcc 


cggggggtgc 


gagtggactt 


ctggtggcgc 


1440 


cggctccgcg 


cctcgctgcg 


gctgaccgtg 


tgggcccccc 


tgctaccgct 


gcgtatcgag 


1500 


ctcaccgaca 


ccaccctcga 


gcaggtccgc 


ggctggaggg 


tacctggccc 


tgctgaaggg 


1560 


cctgcggaac 


ccgctgcaga 


ggcgtcggat 


gaggccgagc 


ggcgcgcccg 


tggctgccac 


1620 


ctgcagtacc 


agcgggccgg 


tgtgcgcttc 


ctcgccccct 


tcgcggccca 


cccgctggac 


1680 


ggcggccgcc 


gcctcacgca 


cctgcttggc 


cccgactggc 


tgctagacgt 


gtcccacctc 


1740 


gtggcgccac 


acgcccgcgt 


gctggactcg 


cgtgtagcct 


ctctggaggg 


tggccgtgtc 


1800 
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gtggtgggcc gggagcccgg tgtcacctcc attgaggtgc gttccccact gtctgactcc 1860 

atcctggggg agcaggcgct ggctgtgacg gacgacaagg tctcagtgct ggagctgagg 1920 

gtgcagccag tgatgggcat ctcgctgacc ttgagccggg gcactgccca ccccggggag 1980 

gtcacagcta cgtgctgggc acagtcagcc cttcccgccc caaagcagga ggtggccctc 2040 

tccctatggc tgtccttctc tgatcacact gtggccccag ctgagctcta cgaccgccgt 2100 

gacctgggac tgtccgtctc agccgaggag cctggtgcca tcctgccagc tgaggagcag 2160 

ggtgcccagc tcggggtggt ggtgagtggg gcaggcgccg aggggctgcc gctgcatgtg 2220 

gctctgcacc cgcccgagcc ctgccgccgg ggccgccacc gtgtgcctct ggcctctggc 2280 

accgcctggc tggggctgcc ccctgcctcc actccagccc ctgctctccc atccagccct 2340 

gcttggagcc caccagccac agaagccacc atgggtggta aacggcaggt ggcaggcagt 2400 

gtcgggggca acacaggtgt gaggggcaag tttgagcggg cagaggagga ggccaggaag 2460 

gaggagacca aacccaggga ggaggaggag gaagaggagg aggagatggt ccctgcccct 2520 

cagcatgtca ctgagctaga gctgggcatg tacgccctgc tgggagtctt ctgcgtggcc 2580 

atcttcatct tcttggtcaa tggtgtggtc ttcgtcctgc gctatcagcg caaagaacct 2640 

cccgacagtg ccactgaccc cacctccccc cagccccaca actgggtctg gctgggcact 2700 

gaccaggagg aactgagccg ccagctggac cggcagtccc ctggcccgcc caagggggag 2760 

gggagctgcc cctgtgagag tgggggagga ggggaggccc ctaccctggc ccctggccct 2820 

cctgggggca ccaccagctc ctcaagcacc ctggcccgaa aggaggctgg ggggcggcgg 2880 

aagcgagtag agtttgtgac atttgcgcca gcccctccag cccagtcacc tgaggagcct 2940 

gtaggggccc ctgctgtgca gtccatcctt gtggcaggcg aggaggacat ccgctgggtg 3000 

tgtgaggaca tggggctgaa ggaccctgag gagcttcgca actacatgga gaggatccgg 3060 

ggcagctcc 3069 

<210> 22 
<211> 1019 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro Tyr Gly Pro Trp 



5 



10 



15 



Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val Arg Val Asp Cys 



20 



25 



30 



Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala Ala Leu Glu Leu 



35 



40 



45 



Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val Gly His Tyr Pro 
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50 55 60 

Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr Phe Leu Leu Leu 
65 70 75 80 

Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala Ser Tyr Pro Pro 

85 90 95 

Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr Glu Pro His Gin 

100 105 110 

Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val Glu Ala Ala Val 

115 120 125 

Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His Leu Lys Gly Gin 

130 135 140 

Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala Arg Leu His Ala 
145 150 155 160 

Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg Phe Gin Pro Ser 

165 170 175 

Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser His Trp Phe Ser 

180 185 190 

Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr Leu Glu Pro Ala 

195 200 205 

Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu Asn Asp Pro Gly 

210 215 220 

Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg Pro Ala Asp Pro 
225 230 235 240 

Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val Thr Leu Arg Val 

245 250 255 

Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser Ala Thr Leu Leu 

260 265 270 

Leu Gin His Asn Phe Thr Ala Ser Leu Leu Thr Leu Arg He Lys Val 

275 280 285 

Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala Gin Pro Thr Leu 

290 295 300 

Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg His His Thr Thr 
305 310 315 320 

Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro Asp Ser Ser Pro 

325 330 335 

Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe . Val Val Glu Asn Ser 
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340 345 350 

Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr Trp Gin Leu Glu 

355 360 365 

Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys Met Val Trp Glu 

370 375 380 

He Leu Val Ser Glu Arg Asp lie Arg Ala Leu He Pro Leu Ala Lys 
385 390 395 400 

Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly Val Pro Gin His 

405 410 415 

Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly Ala Leu Val Glu 

420 425 430* 

Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr Gin Val Leu Gin 

435 440 445 

Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly Lys Glu Ser Arg 

450 455 460 

Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg Arg Leu Arg Ala 
465 470 475 480 

Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro Leu Arg He Glu 

485 490 495 

Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp Arg Val Pro Gly 

500 505 510 

Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala Ser Asp Glu Ala 

515 520 525 

Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin Arg Ala Gly Val 

530 535 540 

Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp Gly Gly Arg Arg 
545 550 555 560 

Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp Val Ser His Leu 

565 570 575 

Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val Ala Ser Leu Glu 

580 585 590 

Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val Thr Ser He Glu 

595 600 605 

Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu Gin Ala Leu Ala 

610 615 620 

Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg Val Gin Pro Val 
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625 630 635 640 

Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala His Pro Gly Glu 

645 650 655 

Val Thr Ala Thr Cys Trp Ala Gin. Ser Ala Leu Pro Ala Pro Lys Gin 

660 665 670 

Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp His Thr Val Ala 

675 680 685 

Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu Ser Val Ser Ala 

690 695 700 

Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin Gly Ala Gin Leu 
705 710 715 720 

Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu Pro Leu His Val 

725 730 735 

Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg His Arg Val Pro 

740 745 750 

Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro Ala Ser Thr Pro 

755 760 765 

Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro Pro Ala Thr Glu 

770 775 780 

Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser Val Gly Gly Asn 
785 790 795 800 

Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu Glu Ala Arg Lys 

805 810 815 

Glu Glu Thr. Lys Pro Arg Glu Glu Glu Glu Glu Glu Glu Glu Glu Met 

820. 825 830 

Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu Gly Met Tyr Ala 

835 840 845 

Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe Leu Val Asn Gly 

850 855 860 

Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro Pro Asp Ser Ala 
865 870 875 880 

Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val Trp Leu Gly Thr 

885 890 895 

Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin Ser Pro Gly Pro 

900 905 910 

Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly Gly Gly Gly Glu 
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915 920 925 

Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr Thr Ser Ser Ser 

930 935 940 

Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg Lys Arg Val Glu 
945 950 955 960 

Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser Pro Glu Glu Pro 

965 970 975 

Val Gly Ala Pro Ala Val Gin Ser lie Leu Val Ala Gly Glu Glu Asp 

980 985 990 

He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp Pro Glu Glu Leu 

995 1000 1005 

Arg Asn Tyr Met Glu Arg lie Arg Gly Ser Ser 
1010 1015 

<210> 23 
<211> 3057 
<212> DNA 

<213> Homo sapiens 



<400> 23 



atggccggtc 


gcacaacagc 


ggcccctcgg 


gggccctacg 


gcccctggct 


ctgcctcctg 


60 


gtggccctcg 


ccctggacgt 


cgtgagagtg 


gactgtggcc 


aggctcccct 


ggaccctgtc 


120 


tacctgccgg 


cagccctgga 


gctcctagac 


gcccctgaac 


acttccgtgt 


gcagcaggtg 


180 


ggccactacc 


cacctgccaa 


ctcctctctg 


agctcccgat 


ctgagacctt 


tctgctccta 


240 


cagccctggc 


ccagggccca 


gccacttctc 


cgggcctcct 


acccaccttt 


tgccactcag 


300 


caggtggtcc 


cccctcgagt 


cactgagccc 


caccaacggc 


cagtcccatg 


ggacgtgcgg 


360 


gccgtttcag 


tggaagcggc 


tgtgactcca 


gcagagccct 


acgcccgggt 


tctcttccac 


420 


ctcaaagggc 


aggattggcc 


accagggtct 


ggcagcctgc 


cctgtgcccg 


gctccatgcc 


480 


acacaccctg 


caggcactgc 


tcaccaagcc 


tgccgcttcc 


agccatccct 


gggcgcctgc 


540 


gtggtggagc 


tggagcttcc ctcgcactgg 


ttctcacagg 


cctccaccac 


acgggccgag 


600 


ctggcctaca 


cgcttgagcc 


tgcagctgag 


ggccctgggg 


gctgtggctc 


cggcgaggag 


660 


aacgaccctg 


gggagcaggc 


cctcccagtg 


gggggtgtgg 


agctgcgccc 


agcagacccc 


720 


ccgcagtacc 


aggaggtacc 


tctggacgag 


gctgtgactc 


tgcgggtgcc 


tgacatgcca 


780 


gtgcggcccg 


gccagctctt 


tagtgctacc 


ctcctgcttc 


agcacaactt 


cacagccagc 


840 


ctcctgaccc 


tgcggatcaa 


ggtgaagaag 


gggctgcatg 


tgacagccgc 


ccgcccagcc 


900 


cagcccacac 


tctggactgc 


caagctagac 


cgcttcaagg 


gctccaggca 


ccacaccacc 


960 
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ctcatcacct 


gccaccgtgc 


tgggctcaca 


gagccagatt 


ccagtcccct 


tgaactgtct 


1020 


gagttcctat 


gggtggactt 


tgtggtggag 


aatagcactg 


gtgggggcgt 


agcggtcact 


1080 


cgccccgtca 


cgtggcagct 


ggagtaccca 


ggccaggccc 


ctgaagcaga 


gaaggacaaa 


1140 


atggtgtggg 


aaatcctggt 


gtctgagcgg 


gacatcagag 


cccttatccc 


actggccaag 


1200 


gctgaggagc 


tggtgaatac 


agcaccactg 


actggagtgc 


cccagcatgt 


ccccgtgcgc 


1260 


cttgtcactg 


tggacggcgg 


gggggccttg 


gtggaggtga 


cagagcatgt 


cggctgcgag 


1320 


tctgccaaca 


cacaggtcct 


gcaggtgtct 


gaggcctgtg 


atgccgtgtt 


cgtggctggc 


1380 


aaggagagcc 


ggggcgcccg 


gggggtgcga 


gtggacttct 


ggtggcgccg 


gctccgcgcc 


1440 


tcgctgcggc 


tgaccgtgtg 


ggcccccctg 


ctaccgctgc 


gtatcgagct 


caccgacacc 


1500 


accctcgagc 


aggtccgcgg 


ctggagggta 


cctggccctg 


ctgaagggcc 


tgcggaaccc 


1560 


gctgcagagg 


cgtcggatga 


ggccgagcgg 


cgcgcccgtg 


gctgccacct 


gcagtaccag 


1620 


cgggccggtg 


tgcgcttcct 


cgcccccttc 


gcggcccacc 


cgctggacgg 


cggccgccgc 


1680 


ctcacgcacc 


tgcttggccc 


cgactggctg 


ctagacgtgt 


cccacctcgt 


ggcgccacac 


1740 


gcccgcgtgc 


tggactcgcg 


tgtagcctct 


ctggagggtg 


gccgtgtcgt 


ggtgggccgg 


18.00 


gagcccggtg 


tcacctccat 


tgaggtgcgt 


tccccactgt 


ctgactccat 


cctgggggag 


1860 


caggcgctgg 


ctgtgacgga 


cgacaaggtc 


tcagtgctgg 


agctgagggt 


gcagccagtg 


1920 


atgggcatct 


cgctgacctt 


gagccggggc 


actgcccacc 


ccggggaggt 


cacagctacg 


1980 


tgctgggcac 


agtcagccct 


tcccgcccca 


aagcaggagg 


tggccctctc 


cctatggctg 


2040 


tccttctctg 


atcacactgt 


ggccccagct 


gagctctacg 


accgccgtga 


cctgggactg 


2100 


tccgtctcag 


ccgaggagcc 


tggtgccatc 


ctgccagctg 


aggagcaggg 


tgcccagctc 


2160 


ggggtggtgg 


tgagtggggc 


aggcgccgag 


gggctgccgc 


tgcatgtggc 


tctgcacccg 


2220 


cccgagccct 


gccgccgggg 


ccgccaccgt 


gtgcctctgg 


cctctggcac 


cgcctggctg 


2280 


gggctgcccc 


ctgcctccac 


tccagcccct 


gctctcccat 


ccagccctgc 


ttggagccca 


2340 


ccagccacag 


aagccaccat 


gggtggtaaa 


cggcaggtgg 


caggcagtgt 


cgggggcaac 


2400 


acaggtgtga 


ggggcaagtt 


tgagcgggca 


gaggaggagg 


ccaggaagga 


ggagaccaaa 


2460 


cccagggagg 


aggaggagga 


agaggaggag 


gagatggtcc 


ctgcccctca 


gcatgtcact 


2520 


gagctagagc 


tgggcatgta 


cgccctgctg 


ggagtcttct 


gcgtggccat 


cttcatcttc 


2580 


ttggtcaatg 


gtgtggtctt 


cgtcctgcgc 


tatcagcgca 


aagaacctcc 


cgacagtgcc 


2640 


actgacccca 


cctcccccca 


gccccacaac 


tgggtctggc 


tgggcactga 


ccaggaggaa 


2700 


ctgagccgcc 


agctggaccg 


gcagtcccct 


ggcccgccca 


agggggaggg 


gagctgcccc 


2760 


tgtgagagtg 


ggggaggagg 


ggaggcccct 


accctggccc 


ctggccctcc 


tgggggcacc 


2820 


accagctcct 


caagcaccct 


ggcccgaaag 


gaggctgggg 


ggcggcggaa 


gcgagtagag 


2880 


tttgtgacat 


ttgcgccagc 


ccctccagcc 


cagtcacctg 


aggagcctgt 


aggggcccct 


2940 


gctgtgcagt 


ccatccttgt 


ggcaggcgag 


gaggacatcc 


gctgggtgtg 


tgaggacatg 


3000 


gggctgaagg 


accctgagga 


gcttcgcaac 


tacatggaga 


ggatccgggg 


cagctcc 


3057 
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<210> 24 
<211> 3502 
<212> DNA 

<213> Homo sapiens 
<400> 24 

attgtctggg aattgcagcc gcggggcggg cggcggcggc ggcggcggcg gccgggaccc 60 

agcgggccag gtggggacgg cgcggagcgg gtgcgggaga tgccgtgcgg gactggggcc 120 

acctgagccg cccgcctcgt ccccgccttc tgtgggaagg atgtgcgcgc ggatggccgg 180 

tcgcacaaca gcggcccctc gggggcccta cggcccctgg ctctgcctcc tggtggccct 240 

cgccctggac gtcgtgagag tggactgtgg ccaggctccc ctggaccctg tctacctgcc 300 

ggcagccctg gagctcctag acgcccctga acacttccgt gtgcagcagg tgggccacta 360 

cccacctgcc aactcctctc tgagctcccg atctgagacc tttctgctcc tacagccctg 420 

gcccagggcc cagccacttc tccgggcctc ctacccacct tttgccactc agcaggtggt 480 

cccccctcga gtcactgagc cccaccaacg gccagtccca tgggacgtgc gggccgtttc 540 

agtggaagcg gctgtgactc cagcagagcc ctacgcccgg gttctcttcc acctcaaagg 600 

gcaggattgg ccaccagggt ctggcagcct gccctgtgcc cggctccatg ccacacaccc 660 

tgcaggcact gctcaccaag cctgccgctt ccagccatcc ctgggcgcct gcgtggtgga 720 

gctggagctt ccctcgcact ggttctcaca ggcctccacc acacgggccg agctggccta 780 

cacgcttgag cctgcagctg agggccctgg gggctgtggc tccggcgagg agaacgaccc 840 

tggggagcag gccctcccag tggggggtgt ggagctgcgc ccagcagacc ccccgcagta 900 

ccaggaggta cctctggacg aggctgtgac tctgcgggtg cctgacatgc cagtgcggcc . 960 

cggccagctc tttagtgcta ccctcctgct tcagcacaac ttcacagcca gcctcctgac 1020 

cctgcggatc aaggtgaaga aggggctgca tgtgacagcc gcccgcccag cccagcccac 1080 

actctggact gccaagctag accgcttcaa gggctccagg caccacacca ccctcatcac 1140 

ctgccaccgt gctgggctca cagagccaga ttccagtccc cttgaactgt ctgagttcct 1200 

atgggtggac tttgtggtgg agaatagcac tggtgggggc gtagcggtca ctcgccccgt 1260 

cacgtggcag ctggagtacc caggccaggc ccctgaagca gagaaggaca aaatggtgtg 1320 

ggaaatcctg gtgtctgagc gggacatcag agcccttatc ccactggcca aggctgagga 1380 

gctggtgaat acagcaccac tgactggagt gccccagcat gtccccgtgc gccttgtcac 1440 

tgtggacggc gggggggcct tggtggaggt gacagagcat gtcggctgcg agtctgccaa 1500 

cacacaggtc ctgcaggtgt ctgaggcctg tgatgccgtg ttcgtggctg gcaaggagag 1560 

ccggggcgcc cggggggtgc gagtggactt ctggtggcgc cggctccgcg cctcgctgcg 1620 

gctgaccgtg tgggcccccc tgctaccgct gcgtatcgag ctcaccgaca ccaccctcga 1680 

gcaggtccgc ggctggaggg tacctggccc tgctgaaggg cctgcggaac ccgctgcaga 1740 

ggcgtcggat gaggccgagc ggcgcgcccg tggctgccac ctgcagtacc agcgggccgg 1800 
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tgtgcgcttc ctcgccccct tcgcggccca cccgctggac ggcggccgcc gcctcacgca 1860 

cctgcttggc cccgactggc tgctagacgt gtcccacctc gtggcgccac acgcccgcgt 1920 

gctggactcg cgtgtagcct ctctggaggg tggccgtgtc gtggtgggcc gggagcccgg 1980 

tgtcacctcc attgaggtgc gttccccact gtctgactcc atcctggggg agcaggcgct 2040 

ggctgtgacg gacgacaagg tctcagtgct ggagctgagg gtgcagccag tgatgggcat 2100 

ctcgctgacc ttgagccggg gcactgccca ccccggggag gtcacagcta cgtgctgggc 2160 

acagtcagcc cttcccgccc caaagcagga ggtggccctc tccctatggc tgtccttctc 2220 

tgatcacact gtggccccag ctgagctcta cgaccgccgt gacctgggac tgtccgtctc 2280 

agccgaggag cctggtgcca tcctgccagc tgaggagcag ggtgcccagc tcggggtggt 2340 

ggtgagtggg gcaggcgccg aggggctgcc gctgcatgtg gctctgcacc cgcccgagcc 2400 

ctgccgccgg ggccgccacc gtgtgcctct ggcctctggc accgcctggc tggggctgcc 2460 

ccctgcctcc actccagccc ctgctctccc atccagccct gcttggagcc caccagccac 2520 

agaagccacc atgggtggta aacggcaggt ggcaggcagt gtcgggggca acacaggtgt 2580 

gaggggcaag tttgagcggg cagaggagga ggccaggaag gaggagacca aacccaggga 2640 

ggaggaggag gaagaggagg aggagatggt ccctgcccct cagcatgtca ctgagctaga 2700 

gctgggcatg tacgccctgc tgggagtctt ctgcgtggcc atcttcatct tcttggtcaa 2760 

tggtgtggtc ttcgtcctgc gctatcagcg caaagaacct cccgacagtg ccactgaccc 2820 

cacctccccc cagccccaca actgggtctg gctgggcact gaccaggagg aactgagccg 2880 

ccagctggac cggcagtccc ctggcccgcc caagggggag gggagctgcc cctgtgagag 2940 

tgggggagga ggggaggccc ctaccctggc ccctggccct cctgggggca ccaccagctc 3000 

ctcaagcacc ctggcccgaa aggaggctgg ggggcggcgg aagcgagtag agtttgtgac 3060 

atttgcgcca gcccctccag cccagtcacc tgaggagcct gtaggggccc ctgctgtgca 3120 

gtccatcctt gtggcaggcg aggaggacat ccgctgggtg tgtgaggaca tggggctgaa 3180 

ggaccctgag gagcttcgca actacatgga gaggatccgg ggcagctcct gaccctccac 3240 

agccacctgg tcagccacca gctggggcaa cgagggtgga ggtcccactg agcctctcgc 3300 

ctgcccccgc cactcgtctg gtgcttgttg atccaagtcc cctgcctggt cccccacaag 3360 

gactcccatc caggccccct ctgccctgcc ccttgtcatg gaccatggtc gtgaggaagg 3420 

gctcatgccc cttatttatg ggaaccatct cattctaaca gaataaaccg agaaggaaac 3480 

cagaaaaaaa aaaaaaaaaa aa 3502 

<210> 25 

<211> 1023 

<212> PRT 

<213> Homo sapiens 



<400> 25 



49/65 



Met Cys Ala Arg Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala 

35 40 45 

Ala Leu Glu Leu Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val 

50 55 60 

Gly His Tyr Pro Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr 
65 70 75 80 

Phe Leu Leu Leu Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala 

85 90 95 

Ser Tyr Pro Pro Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr 

100 105 110 

Glu Pro His Gin Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val 

115 120 125 

Glu Ala Ala Val Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His 

130 135 140 

Leu Lys Gly Gin Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala 
145 150 155 160 

Arg Leu His Ala Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg 

165 170 175 

Phe Gin Pro Ser Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser 

180 185 190 

His Trp Phe Ser Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr 

195 200 205 

Leu Glu Pro Ala Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu 

210 215 220 

Asn Asp Pro Gly Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg 
225 230 235 240 

Pro Ala Asp Pro Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val 

245 250 255 

Thr Leu Arg Val Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser 

260 265 270 

Ala Thr Leu Leu Leu Arg His Asn Phe Thr Ala Ser Leu Leu Thr Leu 
275 280 285 
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Arg He Lys Val Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala 

290 295 300 

Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg 
305 310 315 320 

His His Thr Thr Leu lie Thr Cys His Arg Ala Gly Leu Thr Glu Pro 

325 330 335 

Asp Ser Ser Pro Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val 

340 345 350 

Val Glu Asn Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr 

355 360 365 

Trp Gin Leu Glu Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys 

370 375 380 

Met Val Trp Glu He Leu Val Ser Glu Arg Asp He Arg Ala Leu He 
385 390 395 400 

Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly 

405 410 415 

Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly 

420 425 430 

Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr 

435 440 445 

Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly 

450 455 460 

Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg 
465 470 475 480 

Arg Leu Arg Ala Ser Leu Arg Leu Thr Met Trp Ala Pro Leu Leu Pro 

485 490 495 

Leu Arg He Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp 

500 505 510 

Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala 

515 520 525 

Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin 

530 535 540 

Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp 
545 550 555 560 

Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp 
565 570 575 
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Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val 

580 585 590 

Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val 

595 600 605 

Thr Ser lie Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu 

610 615 620 

Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg 
625 630 635 640 

Val Gin Pro Val Met Gly lie Ser Leu Thr Leu Ser Arg Gly Thr Ala 

645 650 655 

His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro 

660 665 670 

Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp 

675 680 685 

His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu 

690 695 700 

Ser Val Ser Ala Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin 
705 710 715 720 

Gly Ala Gin Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu 

725 730 735 

Pro Leu His Val Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg 

740 745 750 

His Arg Val Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro 

755 760 765 

Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro 

770 775 780 

Pro Ala Thr Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser 
785 790 795 800 * 

Val Gly Gly Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu 

805 810 815 

Glu Ala Arg Lys Glu Glu Thr Lys Pro Arg Glu Glu Glu Glu Glu Glu 

820 825 830 

Glu Glu Glu Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu 

835 840 845 

Gly Met Tyr Ala Leu Leu Gly Val Phe Cys Val Ala lie Phe He Phe 
850 855 860 
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Leu Val Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro 
865 870 875 880 

Pro Asp Ser Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val 

885 890 895 

Trp Leu Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin 

900 905 910 

Ser Pro Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly 

915 920 925 

Gly Gly Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr 

930 935 940 

Thr Ser Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg 
945 950 955 960 

Lys Arg Val Glu Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser 

965 970 975 

Pro Glu Glu Pro Val Gly Ala Pro Ala Val Gin Ser lie Leu Val Ala 

980 985 990 

Gly Glu Glu Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp 

995 1000 1005 

Pro Glu Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 1020 

<210> 26 
<211> 3069 
<212> DNA 

<213> Homo sapiens 
<400> 26 

atgtgcgcgc ggatggccgg tcgcacaaca gcggcccctc gggggcccta cggccectgg 60 
ctctgcctcc tggtggccct cgccctggac gtcgtgagag tggactgtgg ccaggctccc 120 
ctggaccctg tctacctgcc ggcagccctg gagctcctag acgcccctga acacttccgt 180 
gtgcagcagg tgggccacta cccacctgcc aactcctctc tgagctcccg atctgagacc 240 
tttctgctcc tacagccctg gcccagggcc cagccacttc tccgggcctc ctacccacct 300 
tttgccactc agcaggtggt cccccctcga gtcactgagc cccaccaacg gccagtccca 360 
tgggacgtgc gggccgtttc agtggaagcg gctgtgactc cagcagagcc ctacgcccgg 420 
gttctcttcc acctcaaagg gcaggattgg ccaccagggt ctggcagcct gccctgtgcc 480 
cggctccatg ccacacaccc tgccggcact gctcaccaag cctgccgctt ccagccatcc 540 
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ctgggcgcct 


gcgtggtgga 


gctggagctt 


ccctcgcact 


ggttctcaca 


ggcctccacc 


600 


acacgggccg 


agctggccta 


cacgcttgag 


cctgcagctg 


agggccctgg 


gggctgtggc 


CCA 

660 


tccggcgagg 


agaacgaccc 


tggggagcag 


gccctcccag 


tggggggtgt 


ggagctgcgc 


720 


ccagcagacc 


ccccgcagta 


ccaggaggta 


cctctggacg 


aggctgtgac 


tctgcgggtg 


780 


cctgacatgc 


cagtgcggcc 


cggccagctc 


tttagtgcta 


ccctcctgct 


tcggcacaac 


840 


ttcacagcca 


gcctcctgac 


cctgcggatc 


aaggtgaaga 


aggggctgca 


tgtgacagcc 


900 


gcccgcccag 


cccagcccac 


actctggact 


gccaagctgg 


accgcttcaa 


gggctccagg 


960 


caccacacca 


ccctcatcac 


ctgccaccgt 


gctgggctca 


cagagccaga 


ttccagtccc 


1020 


cttgaactgt 


ctgagttcct 


atgggtggac 


tttgtggtgg 


agaatagcac 


tggtgggggc 


1080 


gtagcggtca 


ctcgccccgt 


cacgtggcag 


ctggagtacc 


caggccaggc 


ccetgaagca 


1140 


gagaaggaca 


aaatggtgtg 


ggaaatcctg 


gtgtctgagc 


gggacatcag 


agcccttatc 


1200 


ccactggcca 


aggctgagga 


gctggtgaat 


acagcaccac 


tgactggagt 


gccccagcat 


1260 


gtccccgtgc 


gccttgtcac 


tgtggacggc 


gggggggcct 


tggtggaggt 


gacagagcat 


1320 


gtcggctgcg 


agtctgccaa 


cacacaggtc 


ctgcaggtgt 


ctgaggcctg 


tgatgccgtg 


1380 


ttcgtggctg 


gcaaggagag 


ccggggcgcc 


cggggggtgc 


gagtggactt 


ctggtggcgc 


1440 


cggctccgcg 


cctcgctgcg 


gctgaccatg 


tgggcccccc 


tgctaccgct 


gcgtatcgag 


1500 


ctcaccgaca 


ccaccctcga 


gcaggtccgc 


ggctggaggg 


tacctggccc 


tgctgaaggg 


1560 


cctgcggaac 


ccgctgcaga 


ggcgtcggat 


gaggccgagc 


ggcgcgcccg 


tggctgccac 


1620 


ctgcagtacc 


agcgggccgg 


tgtgcgcttc 


ctcgccccct 


tcgcggccca 


cccgctggac 


1680 


ggcggccgcc 


gcctcacgca 


cctgcttggc 


cccgactggc 


tgctagacgt 


gtcccacctc 


1740 


gtggcgccac 


acgcccgcgt 


gctggactcg 


cgtgtagcct 


ctctggaggg 


tggccgtgtc 


1800 


gtggtgggcc 


gggagcccgg 


tgtcacctcc 


attgaggtgc 


gttccccact 


gtctgactcc 


1860 


atcctggggg 


agcaggcgct 


ggctgtgacg 


gacgacaagg 


tctcagtgct 


ggagctgagg 


1920 


gtgcagccag 


tgatgggcat 


ctcgctgacc 


ttgagccggg 


gcactgccca 


ccccggggag 


1980 


gtcacagcta 


cgtgctgggc 


acagtcagcc 


cttcccgccc 


caaagcagga 


ggtggccctc 


2040 


tccctatggc 


tgtccttctc 


tgatcacact 


gtggccccag 


ctgagctcta 


cgaccgccgt 


2100 


gacctgggac 


tgtccgtctc 


agccgaggag 


cctggtgcca 


tcctgccagc 


tgaggagcag 


2160 


ggtgcccagc 


tcggggtggt 


ggtgagtggg 


gcaggcgccg 


aggggctgcc 


gctgcatgtg 


2220 


gctctgcacc 


cgcccgagcc 


ctgccgccgg 


ggccgccacc 


gtgtgcctct 


ggcctctggc 


2280 


accgcctggc 


tggggctgcc 


ccctgcctcc 


actccagccc 


ctgctctccc 


atccagccct 


2340 


gcttggagcc 


caccagccac 


agaagccacc 


atgggtggta 


aacggcaggt 


ggcaggcagt 


2400 


gtcgggggca 


acacaggtgt 


gaggggcaag 


tttgagcggg 


cagaggagga 


ggccaggaag 


2460 


gaggagacca 


aacccaggga 


ggaggaggag 


gaagaggagg 


aggagatggt 


ccctgcccct 


2520 


cagcatgtca 


ctgagctaga 


gctgggcatg 


tacgccctgc 


tgggagtctt 


ctgcgtggcc 


2580 


atcttcatct 


tcttggtcaa 


tggtgtggtc 


ttcgtcctgc 


gctatcagcg 


caaagaacct 


2640 


cccgacagtg 


ccactgaccc 


cacctccccc 


cagccccaca 


actgggtctg 


gctgggcact 


2700 
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gaccaggagg aactgagccg ccagctggac cggcagtccc ctggcccgcc caagggggag 2760 

gggagctgcc cctgtgagag tgggggagga ggggaggccc ctaccctggc ccctggccct 2820 

cctgggggca ccaccagctc ctcaagcacc ctggcccgaa aggaggctgg ggggcggcgg 2880 

aagcgagtag agtttgtgac atttgcgcca gcccctccag cccagtcacc tgaggagcct 2940 

gtaggggccc ctgctgtgca gtccatcctt gtggcaggcg aggaggacat ccgctgggtg 3000 

tgtgaggaca tggggctgaa ggaccctgag gagcttcgca actacatgga gaggatccgg 3060 

ggcagctcc 3069 

<210> 27 
<211> 1019 
<212> PRT 

<213> Homo sapiens 
<400> 27 

Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro Tyr Gly Pro Trp 

5 10 15 

Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val Arg Val Asp Cys 

20 25 30 

Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala Ala Leu Glu Leu 

35 40 45 

Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val Gly His Tyr Pro 

50 55 60 

Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr Phe Leu Leu Leu 
65 70 75 80 

Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala Ser Tyr Pro Pro 

85 90 95 

Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr Glu Pro His Gin 

100 105 110 

Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val Glu Ala Ala Val 

115 120 125 

Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His Leu Lys Gly Gin 

130 135 140 

Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala Arg Leu His Ala 
145 150 155 160 

Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg Phe Gin Pro Ser 
165 170 175 
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Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser His Trp Phe Ser 

180 185 190 

Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr Leu Glu Pro Ala 

195 200 205 

Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu Asn Asp Pro Gly 

210 215 220 

Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg Pro Ala Asp Pro 
225 230 235 240 

Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val Thr Leu Arg Val 

245 250 255 

Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser Ala Thr Leu Leu 

260 265 270 

Leu Arg His Asn Phe Thr Ala Ser Leu Leu Thr Leu Arg He Lys Val 

275 280 285 

Lys Lys Gly Leu His Val Thr. Ala Ala Arg Pro Ala Gin Pro Thr Leu 

290 295 300 

Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg His His Thr Thr 
305 310 315 320 

Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro Asp Ser Ser Pro 

325 330 335 

Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val Val Glu Asn Ser 

340 345 350 

Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr Trp Gin Leu Glu 

355 360 365 

Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys Met Val Trp Glu 

370 375 380 

He Leu Val Ser Glu Arg Asp He Arg Ala Leu He Pro Leu Ala Lys 
385 390 395 400 

Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly Val Pro Gin His 

405 410 415 

Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly Ala Leu Val Glu 

420 425 430 

Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr Gin Val Leu Gin 

435 440 445 

Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly Lys Glu Ser Arg 
450 455 460 
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Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg Arg Leu Arg Ala 
465 470 475 480 

Ser Leu Arg Leu Thr Met Trp Ala Pro Leu Leu Pro Leu Arg lie Glu 

485 490 495 

Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp Arg Val Pro Gly 

500 505 510 

Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala Ser Asp Glu Ala 

515 520 525 

Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin Arg Ala Gly Val 

530 535 540 

Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp Gly Gly Arg Arg 
545 550 555 560 

Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp Val Ser His Leu 

565 570 575 

Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val Ala Ser Leu Glu 

580 585 590 

Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val Thr Ser He Glu 

595 600 605 

Val Arg Ser Pro Leu Ser Asp Ser lie Leu Gly Glu Gin Ala Leu Ala 

610 615 620 

Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg Val Gin Pro Val 
625 630 635 640 

Met Gly He Ser Leu Thr Leu. Ser Arg Gly Thr Ala His Pro Gly Glu 

645 650 655 

Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro Ala Pro Lys Gin 

660 665 670 

Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp His Thr Val Ala 

675 680 685 

Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu Ser Val Ser Ala 

690 695 700 

Glu Glu Pro Gly Ala lie Leu Pro Ala Glu Glu Gin Gly Ala Gin Leu 
705 710 715 720 

Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu Pro Leu His Val 

725 730 735 

Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg His Arg Val Pro 
740 745 750 
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Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro Ala Ser Thr Pro 

755 760 765 

Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro Pro Ala Thr Glu 

770 775 780 

Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser Val Gly Gly Asn 
785 790 795 800 

Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu Glu Ala Arg Lys 

805 810 815 

Glu Glu Thr Lys Pro Arg Glu Glu Glu Glu Glu Glu Glu Glu Glu Met 

820 825 830 

Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu Gly Met Tyr Ala 

835 840 845 

Leu Leu Gly Val Phe Cys Val Ala lie Phe lie Phe Leu Val Asn Gly 

850 855 860 

Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro Pro Asp Ser Ala 
865 870 875 880 

Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val Trp Leu Gly Thr 

885 890 895 

Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin Ser Pro Gly Pro 

900 905 910 

Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly Gly Gly Gly Glu 

915 920 925 

Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr Thr Ser Ser Ser 

930 935 940 

Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg Lys Arg Val Glu 
945 950 955 960 

Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser Pro Glu Glu Pro 

965 970 975 

Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala Gly Glu Glu Asp 

980 985 . 990 

He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp Pro Glu Glu Leu 

995 1000 1005 

Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 



<210> 28 
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<211> 3057 
<212> DNA 

<213> Homo sapiens 



<400> 28 



atggccggtc 


gcacaacagc 


ggcccctcgg gggccctacg 


gcccctggct 


ctgcctcctg 


60 


gtggccctcg 


ccctggacgt 


cgtgagagtg gactgtggcc 


aggctcccct 


ggaccctgtc 


120 


tacctgccgg 


cagccctgga 


gctcctagac gcccctgaac 


acttccgtgt 


gcagcaggtg 


180 


ggccactacc 


cacctgccaa 


ctcctctctg agctcccgat 


ctgagacctt 


tctgctccta 


240 


cagccctggc 


ccagggccca 


gccacttctc cgggcctcct 


acccaccttt 


tgccactcag 


300 


caggtggtcc 


cccctcgagt 


cactgagccc caccaacggc 


cagtcccatg 


ggacgtgcgg 


360 


gccgtttcag 


tggaagcggc 


tgtgactcca gcagagccct 


acgcccgggt 


tctcttccac 


420 


ctcaaagggc 


aggattggcc 


accagggtct ggcagcctgc 


cctgtgcccg 


gctccatgcc 


480 


acacaccctg 


ccggcactgc 


tcaccaagcc tgccgcttcc 


agccatccct 


gggcgcctgc 


540 


gtggtggagc 


tggagcttcc 


ctcgcactgg ttctcacagg 


cctccaccac 


acgggccgag 


600 


ctggcctaca 


cgcttgagcc 


tgcagctgag ggccctgggg 


gctgtggctc 


cggcgaggag 


660 


aacgaccctg 


gggagcaggc 


cctcccagtg gggggtgtgg 


agctgcgccc 


agcagacccc 


720 


ccgcagtacc 


aggaggtacc 


tctggacgag gctgtgactc 


tgcgggtgcc 


tgacatgcca 


780 


gtgcggcccg 


gccagctctt 


tagtgctacc ctcctgcttc 


ggcacaactt 


cacagccagc 


840 


ctcctgaccc 


tgcggatcaa 


ggtgaagaag gggctgcatg 


tgacagccgc 


ccgcccagcc 


900 


cagcccacac 


tctggactgc 


caagctggac cgcttcaagg 


gctccaggca 


ccacaccacc 


960 


ctcatcacct 


gccaccgtgc 


tgggctcaca gagccagatt 


ccagtcccct 


tgaactgtct 


1020 


gagttcctat 


gggtggactt 


tgtggtggag aatagcactg 


gtgggggcgt 


agcggtcact 


1080 


cgccccgtca 


cgtggcagct 


ggagtaccca ggccaggccc 


ctgaagcaga 


gaaggacaaa 


1140 


atggtgtggg 


aaatcctggt 


gtctgagcgg gacatcagag 


cccttatccc 


actggccaag 


1200 


gctgaggagc 


tggtgaatac 


agcaccactg actggagtgc 


cccagcatgt 


ccccgtgcgc 


1260 


cttgtcactg 


tggacggcgg 


gggggccttg gtggaggtga 


cagagcatgt 


cggctgcgag 


1320 


tctgccaaca 


cacaggtcct 


gcaggtgtct gaggcctgtg 


atgccgtgtt 


cgtggctggc 


1380 


aaggagagcc 


ggggcgcccg 


gggggtgcga gtggacttct 


ggtggcgccg 


gctccgcgcc 


1440 


tcgctgcggc 


tgaccatgtg 


ggcccccctg ctaccgctgc 


gtatcgagct 


caccgacacc 


1500 


accctcgagc 


aggtccgcgg 


ctggagggta cctggccctg 


ctgaagggcc 


tgcggaaccc 


1560 


gctgcagagg 


cgtcggatga 


ggccgagcgg cgcgcccgtg 


gctgccacct 


gcagtaccag 


1620 


cgggccggtg 


tgcgcttcct 


cgcccccttc gcggcccacc 


cgctggacgg 


cggccgccgc 


1680 


ctcacgcacc 


tgcttggccc 


cgactggctg ctagacgtgt 


cccacctcgt 


ggcgccacac 


1740 


gcccgcgtgc 


tggactcgcg 


tgtagcctct ctggagggtg 


gccgtgtcgt 


ggtgggccgg 


1800 


gagcccggtg 


tcacctccat 


tgaggtgcgt tccccactgt 


ctgactccat 


cctgggggag 


1860 
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caggcgctgg 


ctgtgacgga 


cgacaaggtc tcagtgctgg agctgagggt 


gcagccagtg 


1920 


atgggcatct 


cgctgacctt 


gagccggggc actgcccacc ccggggaggt 


cacagctacg 


1980 


tgctgggcac 


agtcagccct 


tcccgcccca aagcaggagg tggccctctc 


cctatggctg 


2040 


tccttctctg 


atcacactgt 


ggccccagct gagctctacg accgccgtga 


cctgggactg 


2100 


tccgtctcag 


ccgaggagcc 


tggtgccatc ctgccagctg aggagcaggg 


tgcccagctc 


2160 


ggggtggtgg 


tgagtggggc 


aggcgccgag gggctgccgc tgcatgtggc 


tctgcacccg 


2220 


cccgagccct 


gccgccgggg 


ccgccaccgt gtgcctctgg cctctggcac 


cgcctggctg 


2280 


gggctgcccc 


ctgcctccac 


tccagcccct gctctcccat ccagccctgc 


ttggagccca 


2340 


ccagccacag 


aagccaccat 


gggtggtaaa cggcaggtgg caggcagtgt 


cgggggcaac 


2400 


acaggtgtga 


ggggcaagtt 


tgagcgggca gaggaggagg ccaggaagga 


ggagaccaaa 


2460 


cccagggagg 


aggaggagga 


agaggaggag gagatggtcc ctgcccctca 


gcatgtcact 


2520 


gagctagagc 


tgggcatgta 


cgccctgctg ggagtcttct gcgtggccat 


cttcatcttc 


2580 


ttggtcaatg 


gxgxggtctt 


cgtcctgcgc tatcagcgca aagaacctcc 


cgacagtgcc 


2640 


actgacccca 


cctcccccca 


gccccacaac tgggtctggc tgggcactga 


ccaggaggaa 


2700 




Ogv L & & ^ & 
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tgtgagagtg 


ggggaggagg 


ggaggcccct accctggccc ctggccctcc 


tgggggcacc 


2820 


accagctcct 


caagcaccct 


ggcccgaaag gaggctgggg ggcggcggaa 


gcgagtagag 


2880 


tttgtgacat 


ttgcgccagc 


ccctccagcc cagtcacctg aggagcctgt 


aggggcccct 


2940 


gctgtgcagt 


ccatccttgt 


ggcaggcgag gaggacatcc gctgggtgtg 


tgaggacatg 


3000 


octet c^'f ornia nr a 

gggcxgaagg 


c\ c t~> r* \ cr a a a a 

accc tgagga 


gcLxcgcaac xacaxggaga ggaxccgggg 


cage xcc 




<210> 29 










<211> 3502 










<212> DNA 










<213> Homo 


sapiens 








<400> 29 










attgtctggg 


aattgcagcc 


gcggggcggg cggcggcggc ggcggcggcg 


gccgggaccc 


60 


agcgggccag 


gtggggacgg 


cgcggagcgg gtgcgggaga tgccgtgcgg 


gaetggggee 


120 


acctgagccg 


cccgcctcgt 


ccccgccttc tgtgggaagg atgtgcgcgc 


ggatggccgg 


180 


tcgcacaaca 


gcggcccctc 


gggggcccta cggcccctgg ctctgcctcc 


tggtggccct 


240 


cgccctggac 


gtcgtgagag 


tggactgtgg ccaggctccc ctggaccctg 


tctacctgcc 


300 


ggcagccctg 


gagctcctag 


acgcccctga acacttccgt gtgcagcagg 


tgggecacta 


360 


cccacctgcc 


aactcctctc 


tgagctcccg atctgagacc tttctgctcc 


tacagccctg 


420 


gcccagggcc 


cagccacttc 


tccgggcctc ctacccacct tttgccactc 


agcaggtggt 


480 


cccccctcga 


gtcactgagc 


cccaccaacg gccagtccca tgggacgtgc 


gggccgtttc 


540 
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agtggaagcg 


gctgtgactc 


cagcagagcc 


ctacgcccgg 


gttctcttcc 


acctcaaagg 


600 


gcaggattgg 


ccaccagggt 


ctggcagcct 


gccctgtgcc 


cggctccatg 


ccacacaccc 


660 


tgccggcact 


gctcaccaag 


cctgccgctt 


ccagccatcc 


ctgggcgcct 


gcgtggtgga 


720 


gctggagctt 


ccctcgcact 


ggttctcaca 


ggcctccacc 


acacgggccg 


agctggccta 


780 


cacgcttgag 


cctgcagctg 


agggccctgg 


gggctgtggc 


tccggcgagg 


agaacgaccc 


840 


tggggagcag 


gccctcccag 


tggggggtgt 


ggagctgcgc 


ccagcagacc 


ccccgcagta 


900 


ccaggaggta 


cctctggacg 


aggctgtgac 


tctgcgggtg 


cctgacatgc 


cagtgcggcc 


960 


cggccagctc 


tttagtgcta 


ccctcctgct 


tcggcacaac 


ttcacagcca 


gcctcctgac 


1020 


cctgcggatc 


aaggtgaaga 


aggggctgca 


tgtgacagcc 


gcccgcccag 


cccagcccac 


1080 


actctggact 


gccaagctgg 


accgcttcaa 


gggctccagg 


caccacacca 


ccctcatcac 


1140 


ctgccaccgt 


gctgggctca 


cagagccaga 


ttccagtccc 


cttgaactgt 


ctgagttcct 


1200 


atgggtggac 


tttgtggtgg 


agaatagcac 


tggtgggggc 


gtagcggtca 


ctcgccccgt 


1260 


cacgtggcag 


ctggagtacc 


caggccaggc 


ccctgaagca 


gagaaggaca 


aaatggtgtg 


1320 


ggaaatcctg 


gtgtctgagc 


gggacatcag 


agcccttatc 


ccactggcca 


aggctgagga 


1380 


gctggtgaat 


acagcaccac 


tgactggagt 


gccccagcat 


gtccccgtgc 


gccttgtcac 


1440 


tgtggacggc 


gggggggcct 


tggtggaggt 


gacagagcat 


gtcggctgcg 


agtctgccaa 


1500 


cacacaggtc 


ctgcaggtgt 


ctgaggcctg 


tgatgccgtg 


ttcgtggctg 


gcaaggagag 


1560 


ccggggcgcc 


cggggggtgc 


gagtggactt 


ctggtggcgc 


cggctccgcg 


cctcgctgcg 


1620 


gctgaccatg 


tgggcccccc 


tgctaccgct 


gcgtatcgag 


ctcaccgaca 


ccaccctcga 


1680 


gcaggtccgc 


ggctggaggg 


tacctggccc 


tgctgaaggg 


cctgcggaac 


ccgctgcaga 


1740 


ggcgtcggat 


gaggccgagc 


ggcgcgcccg 


tggctgccac 


ctgcagtacc 


agcgggccgg 


1800 


tgtgcgcttc 


ctcgccccct 


tcgcggccca 


cccgctggac 


ggcggccgcc 


gcctcacgca 


1860 


cctgcttggc 


cccgactggc 


tgctagacgt 


gtcccacctc 


gtggcgccac 


acgcccgcgt 


1920 


gctggactcg 


cgtgtagcct 


ctctggaggg 


tggccgtgtc 


gtggtgggcc 


gggagcccgg 


1980 


tgtcacctcc 


attgaggtgc 


gttccccact 


gtctgactcc 


atcctggggg 


agcaggcgct 


2040 


ggctgtgacg 


gacgacaagg 


tctcagtgct 


ggagctgagg 


gtgcagccag 


tgatgggcat 


2100 


ctcgctgacc 


ttgagccggg 


gcactgccca 


ccccggggag 


gtcacagcta 


cgtgctgggc 


2160 


acagtcagcc 


cttcccgccc 


caaagcagga 


ggtggccctc 


tccctatggc 


tgtccttctc 


2220 


tgatcacact 


gtggccccag 


ctgagctcta 


cgaccgccgt 


gacctgggac 


tgtccgtctc 


2280 


agccgaggag 


cctggtgcca 


tcctgccagc 


tgaggagcag 


ggtgcccagc 


tcggggtggt 


2340. 


ggtgagtggg 


gcaggcgccg 


aggggctgcc 


gctgcatgtg 


gctctgcacc 


cgcccgagcc 


2400 


ctgccgccgg 


ggccgccacc 


gtgtgcctct 


ggcctctggc 


accgcctggc 


tggggctgcc 


2460 


ccctgcctcc 


actccagccc 


ctgctctccc 


atccagccct 


gcttggagcc 


caccagccac 


2520 


agaagccacc 


atgggtggta 


aacggcaggt 


ggcaggcagt 


gtcgggggca 


acacaggtgt 


2580 


gaggggcaag 


tttgagcggg 


cagaggagga 


ggccaggaag 


gaggagacca 


aacccaggga 


2640 


ggaggaggag 


gaagaggagg 


aggagatggt 


ccctgcccct 


cagcatgtca 


ctgagctaga 


2700 
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gctgggcatg tacgccctgc tgggagtctt ctgcgtggcc atcttcatct tcttggtcaa 2760 

tggtgtggtc ttcgtcctgc gctatcagcg caaagaacct cccgacagtg ccactgaccc 2820 

cacctccccc cagccccaca actgggtctg gctgggcact gaccaggagg aactgagccg 2880 

ccagctggac cggcagtccc ctggcccgcc caagggggag gggagctgcc cctgtgagag 2940 

tgggggagga ggggaggccc ctaccctggc ccctggccct cctgggggca ccaccagctc 3000 

ctcaagcacc ctggcccgaa aggaggctgg ggggcggcgg aagcgagtag agtttgtgac 3060 

atttgcgcca gcccctccag cccagtcacc tgaggagcct gtaggggccc ctgctgtgca 3120 

gtccatcctt gtggcaggcg aggaggacat ccgctgggtg tgtgaggaca tggggctgaa 3180 

ggaccctgag gagcttcgca actacatgga gaggatccgg ggcagctcct gaccctccac 3240 

agccacctgg tcagccacca gctggggcaa cgagggtgga ggtcccactg agcctctcgc 3300 

ctgcccccgc cactcgtctg gtgcttgttg atccaagtcc cctgcctggt cccccacaag 3360 

gactcccatc caggccccct ctgccctgcc ccttgtcatg gaccatggtc gtgaggaagg 3420 

gctcatgccc cttatttatg ggaaccatct cattctaaca gaataaaccg agaaggaaac 3480 

cagaaaaaaa aaaaaaaaaa aa 3502 

<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 30 

attgaggtgc gttccccact 20 

<210> 31 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<400> 31 

ccactcacca ccaccccgag ct 



22 



<210> 32 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 32 

tatgaattca tgtgcgcgcg gatg 

<210> 33 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 33 

tattatctag aggagctgcc ccggatcct 

<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 34 

ccttctgtgg gaaggatgtg 



<210> 35 
<211> 22 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 35 

tggctgtgga gggtcaggag ct 

<210> 36 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 36 

tcggctgcga gtctgcc 

<210> 37 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 37 

ctctccttgc cagccacg 

<210> 38 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Primer 
<400> 38 

tgtctgaggc ctgtgatgcc gtg 23 

<210> 39 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 39 

tatgaattca tgtgcgcgcg gatg 24 

<210> 40 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 40 

tatttctaga tcaggagctg ccccggatc 29 

<210> 41 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 41 

Gly Ser Gly Glu Glu Asn Asp Pro Gly Glu Gin Ala Leu Pro Cys 
5 10 15 



65/65 



<210> 42 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala Ser Cys 
5 10 15 

<210> 43 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 43 

Gly Ser Val Gly Gly Asn Thr Gly Val Arg Gly Lys Phe Glu Cys 
5 10 15 

<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sense oligonucleotide 



<400> 44 

cttggtcaat ggtgtggtct 
11 



